
Response to the letter to the Editor: FKBP5 polymorphism rs1360780 and 

weight loss after bariatric surgery 

We have read with attention the letter of Yasri and Wiwanitkit. According to our 

recent paper [1], as stated by the authors, our results suggest how age, sex and 

FKBP5 genotype have a different impact on weight loss depending on the 

surgical technique used, sex and age. These factors could contribute to 

understand the interindividual variation in surgery outcomes, especially in relation 

to weight loss suffered by the patients in the post-operative period. 

Obesity is a polygenic multifactorial trait, influenced by multiple genetic variants 

of minor effect and environmental factors. Recent Genome-Wide Association 

Studies, have identified a number of common loci associated with obesity-related 

phenotypes (e.g: BMI or waist circumference), although most of the genetic 

variability for BMI remains unexplained [2]. However, the association of these 

variants with weight loss after bariatric surgery has been less examined. In this 

regard, Hartman’s work and our paper, published in this journal, analysed a single 

functional polymorphism (rs1360780) and reported the possible contribution of 

the protein encoded by FKBP5 gene in metabolic regulation.  

Kops and colleagues [3], cited by Yasri and Wiwanitkit, also analysed the 

variability in four obesity-related genes (LEP223, LEP656, FTO and FABP2) in 

relation to their effects on weight loss after bariatric surgery. They found a 

different change on weight loss in those patients with AA genotype in the LEP223 

gene (rs1137101). These studies are contributing to understand how the 

biological background, among other factors, impact in the outcomes after bariatric 

surgery.  

As commented in our paper, we only studied a candidate gene and we cannot 

discard the effect of other genetic markers via complex interactions with 

environmental factors. Future studies should consider polygenic scores taking 

into account the variation and risk conferred by multiple genetic variants. These 

scores could have a better predictive power in relation to the evolution of the 

obese patients after surgery.  
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