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Abstract: The prohibitin (PHB)-binding compound fluorizoline as well as PHB-downregulation
activate the integrated stress response (ISR) in HEK293T and U2OS human cell lines. This activation
is denoted by phosphorylation of eIF2α and increases in ATF4, ATF3, and CHOP protein levels. The
blockage of the activation of the ISR by overexpression of GRP78, as well as an increase in IRE1 activity,
indicate the presence of ER stress after fluorizoline treatment. The inhibition of the ER stress response
in HEK293T and U2OS led to increased sensitivity to fluorizoline-induced apoptosis, indicating a
pro-survival role of this pathway after fluorizoline treatment in these cell lines. Fluorizoline induced
an increase in calcium concentration in the cytosol and the mitochondria. Finally, two different
calcium chelators reduced fluorizoline-induced apoptosis in U2OS cells. Thus, we have found that
fluorizoline causes increased ER stress and activation of the integrated stress response, which in
HEK293T and U2OS cells are protective against fluorizoline-induced apoptosis.

Keywords: fluorizoline; prohibitin; apoptosis; ISR; ER stress

1. Introduction

Fluorizoline is a synthetic molecule that presents a fluorinated thiazoline scaffold
and induces apoptosis in cancer cell lines and primary cells, even in those that present
p53 mutations [1–3]. Fluorizoline specifically binds to Prohibitin 1 (PHB1) and PHB2
(PHBs) [1], which regulate multiple processes within the cell, including cell signaling, gene
transcription, or cell cycle progression [4–8]. Prohibitins are conserved proteins that locate
to the mitochondria, the plasma membrane, and the nucleus. The most studied functions
of PHBs take place in the mitochondria, where these proteins form large heteromultimeric
ring-like complexes [9,10]. Mitochondrial PHB complexes participate in the quality control
of mitochondria and regulate mitochondrial fusion and fission. Furthermore, PHBs are
important in the regulation of cristae morphology, reactive oxygen species formation, or
mitophagy [4,5,11]. Different molecules have been described to interact with PHBs [12–14].
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We previously demonstrated that PHBs are required for the proapoptotic effect of fluo-
rizoline in mouse embryonic fibroblasts as well as in HEK293T and U2OS human cell
lines [15,16].

Mitochondrial stress induced by different stimuli (loss of mitochondrial membrane
potential, disruption of protein import to the mitochondria, OXPHOS complex destabi-
lization, and mitochondrial translation blockage) triggers the activation of the integrated
stress response (ISR) [17]. The ISR can be activated by four protein kinases: heme-regulated
inhibitor (HRI), general control nonderepressible 2 kinase (GCN2), protein kinase R (PKR),
and PKR-like ER kinase (PERK); that respond to different types of stress [18,19]. This
pathway is characterized by the phosphorylation of eukaryotic initiation factor 2α (eIF2α),
the subsequent reduction in global protein translation and increase in the translation of
certain proteins, such as activating transcription factor 4 (ATF4). The ISR participates in the
early protective response against stress; however, if the insult is too strong or prolonged, it
can lead to the induction of apoptosis [19,20].

Previous results from our group showed that fluorizoline locates in the mitochondria,
where we found that it induced mitochondrial fragmentation, long optic atrophy 1 (L-
OPA1) cleavage, and cristae disruption [15]. In addition, reduction in PHB expression
has been previously shown to result in increased endoplasmic reticulum (ER) stress [21],
which can subsequently activate the ISR through PERK [18]. Interestingly, increases in
PHB expression have been observed in concurrence with ER stress [22,23] and have been
associated with resistance to ER stress in melanoma cells [24]. Recently, we have described
that the induction of apoptosis after fluorizoline treatment is mediated by the transcription
factors ATF3 and ATF4, which are activated by the ISR in HeLa and HAP1 cell lines [25].
Consistently, inhibition of the ISR or downregulation of ATF4 and ATF3 in these cell lines
results in increased resistance to fluorizoline-induced apoptosis.

Here, we investigate how fluorizoline treatment results in the activation of the ISR
and the involvement of this pathway in fluorizoline-induced apoptosis in HEK293T, U2OS,
and Jurkat cells. Our results demonstrate that fluorizoline triggers ER stress and activation
of the ISR, which participate in a pro-survival response to this compound in these cell lines.

2. Results
2.1. The ISR Is Induced after Fluorizoline Treatment or PHB Downregulation

We investigated whether fluorizoline and PHB downregulation caused the activation
of the ISR in HEK293T, U2OS, and Jurkat cell lines. First, these cell lines were treated with
fluorizoline to determine their sensitivity to this compound. As expected, fluorizoline
triggered the induction of apoptosis at concentrations in the low micromolar range in these
cell lines (Figure 1a and Figure S1a). HEK293T, U2OS, and Jurkat cells were treated with
fluorizoline for different times, and then protein expression was analyzed by Western blot.
Treatment with fluorizoline resulted in a time-dependent increase in eIF2α phosphorylation
in all cell lines analyzed (Figure 1b,c and Figure S1b,c). Moreover, fluorizoline caused
a marked increase in ATF4 protein levels that could be detected as soon as 1 h after
fluorizoline treatment. We analyzed the effect of fluorizoline treatment in the expression
of other proteins related to the ISR and observed that fluorizoline treatment resulted in
increased protein expression of C/EBP homologous protein (CHOP) and ATF3 in HEK293T
and U2OS cells (Figure 1d). This increase was parallel to the previously described increase
in NOXA protein expression [16]. These results demonstrate that the activation of the ISR
by fluorizoline treatment is conserved in different cell lines.

In addition, we tested whether another described PHB-interacting compound, rocaglamide
A, resulted in a similar activation. However, we did not observe eIF2α phosphorylation or ATF4
protein increases after treatment of HEK293T and U2OS with this compound (Figure S2a,b).
Moreover, rocaglamide A reduced the expression of ATF4 in HEK293T cells and NOXA in
both cell lines, which is consistent with the inhibitory effect of this compound on protein
translation [26].
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Figure 1. The ISR is activated after fluorizoline treatment in HEK293T and U2OS cells. (a) HEK293T 
and U2OS cells were treated with 15 and 20 μM fluorizoline, respectively, for 24 h. b-d HEK293T 
and U2OS cells were treated with 15 and 20 μM fluorizoline, respectively, for the indicated time. (a) 
Viability was measured by flow cytometry, and it is expressed as the mean ± SEM of the percentage 
of non-apoptotic cells (annexin V-negative). (b–d) Protein levels were analyzed by Western blot. 
Tubulin and β-actin were used as loading controls. Images proceeding from different gels are sepa-
rated with white space. These are representative images of at least three independent experiments. 
(c) Quantification of relative p-eIF2α/eIF2 α and ATF4/Tubulin band intensity * p < 0.05, ** p < 0.01, 
*** p < 0.001. Each condition vs. untreated cells (−) (n = 3). 

Figure 1. The ISR is activated after fluorizoline treatment in HEK293T and U2OS cells. (a) HEK293T and U2OS cells were
treated with 15 and 20 µM fluorizoline, respectively, for 24 h. b-d HEK293T and U2OS cells were treated with 15 and 20 µM
fluorizoline, respectively, for the indicated time. (a) Viability was measured by flow cytometry, and it is expressed as the
mean ± SEM of the percentage of non-apoptotic cells (annexin V-negative). (b–d) Protein levels were analyzed by Western
blot. Tubulin and β-actin were used as loading controls. Images proceeding from different gels are separated with white
space. These are representative images of at least three independent experiments. (c) Quantification of relative p-eIF2α/eIF2
α and ATF4/Tubulin band intensity * p < 0.05, ** p < 0.01, *** p < 0.001. Each condition vs. untreated cells (−) (n = 3).

Next, we investigated whether PHB downregulation also increased ISR signaling in
HEK293T cells and whether reduced expression of PHBs affected the increases in ATF4 and
CHOP expression by fluorizoline. Cells were transfected with specific siRNAs against PHB1
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and PHB2 for 72 h and then treated with either fluorizoline or with compound 2a, which
shares the structure with fluorizoline but lacks fluorine residues required for its cytotoxic
activity, as a negative control [1], and thapsigargin as a positive control for the induction of
ATF4 and CHOP. PHB downregulation caused a marked increase in ATF4 protein levels,
which was further increased after the addition of fluorizoline and thapsigargin but not
in the presence of the inactive compound 2a (Figure 2). A similar effect was observed in
CHOP protein expression. The expression of NOXA, instead, was basally reduced by PHB
downregulation in these cell lines, but it could still be induced by fluorizoline treatment.
These results indicate that PHB downregulation results in the activation of the ISR in
HEK293T cells.
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Figure 2. PHB downregulation activates the ISR. HEK293T cells were transfected with scramble (SC) or siRNA against 
PHB1 and PHB2 (siPHB) for 72 h. Afterward, cells were treated either with 15 μM fluorizoline (F) for the indicated times, 
with 20 μM thapsigargin (TG) for 6 h or with 15 μM compound 2a for 6 h. (a) Protein levels were analyzed by Western 
blot. β-actin was used as a loading control. Images proceeding from different gels are separated with white space. These 
are representative images of at least three independent experiments. (b) Quantification of relative band intensity. * p < 
0.05, ** p < 0.01, *** p < 0.001. Each condition vs. SC (n = 3). 

Recently, we showed that the induction of NOXA protein expression after fluorizo-
line treatment in HeLa and HAP1 cells was mediated by ATF4 and ATF3 [25]. ATF4 has 
been described as being critical for the induction of CHOP in different cell lines, which, in 
turn, participates in the induction of apoptosis by the ISR [27]. HEK293T and U2OS cells 
were transfected with specific siRNAs against ATF4 and then treated with fluorizoline for 
up to 24 h to analyze the importance of the ATF4 protein increase in fluorizoline-induced 
apoptosis. ATF4 protein expression was effectively reduced in both cell lines (Figure 
S3a,e). Surprisingly, and opposite to our recent report in HeLa and HAP1 cells, HEK293T 
cells with lower ATF4 expression had increased sensitivity to fluorizoline-induced apop-
tosis, while ATF4 downregulation did not affect the percentage of U2OS cells undergoing 
apoptosis after fluorizoline treatment (Figure S3b,f). The cleavage of the classic apoptosis 
markers PARP and caspase 3 was used to confirm this result by Western blot (Figure 
S3a,e). 

Figure 2. PHB downregulation activates the ISR. HEK293T cells were transfected with scramble (SC) or siRNA against
PHB1 and PHB2 (siPHB) for 72 h. Afterward, cells were treated either with 15 µM fluorizoline (F) for the indicated times,
with 20 µM thapsigargin (TG) for 6 h or with 15 µM compound 2a for 6 h. (a) Protein levels were analyzed by Western blot.
β-actin was used as a loading control. Images proceeding from different gels are separated with white space. These are
representative images of at least three independent experiments. (b) Quantification of relative band intensity. * p < 0.05,
** p < 0.01, *** p < 0.001. Each condition vs. SC (n = 3).

Recently, we showed that the induction of NOXA protein expression after fluorizoline
treatment in HeLa and HAP1 cells was mediated by ATF4 and ATF3 [25]. ATF4 has been
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described as being critical for the induction of CHOP in different cell lines, which, in turn,
participates in the induction of apoptosis by the ISR [27]. HEK293T and U2OS cells were
transfected with specific siRNAs against ATF4 and then treated with fluorizoline for up
to 24 h to analyze the importance of the ATF4 protein increase in fluorizoline-induced
apoptosis. ATF4 protein expression was effectively reduced in both cell lines (Figure S3a,e).
Surprisingly, and opposite to our recent report in HeLa and HAP1 cells, HEK293T cells with
lower ATF4 expression had increased sensitivity to fluorizoline-induced apoptosis, while
ATF4 downregulation did not affect the percentage of U2OS cells undergoing apoptosis
after fluorizoline treatment (Figure S3b,f). The cleavage of the classic apoptosis markers
PARP and caspase 3 was used to confirm this result by Western blot (Figure S3a,e).

Unexpectedly, downregulation of ATF4 in both cell lines had no effect on CHOP
protein expression (Figure S3a,e), demonstrating that CHOP is not increased by fluorizoline
due to an activation of its transcription by ATF4. Given that ATF4 downregulation had no
effect on the increase in CHOP protein levels after fluorizoline treatment and considering
the wide association of CHOP with the induction of apoptosis downstream of ISR activation,
we decided to test the role of CHOP on fluorizoline-induced apoptosis. To this end,
HEK293T cells and U2OS cells were transfected with specific siRNAs against CHOP for
48 h and then treated with fluorizoline for up to 24 h. CHOP protein increases were
completely blocked in siCHOP transfected cells (Figure S3c,g). Downregulation of CHOP
did not prevent the induction of apoptosis by fluorizoline in HEK293T cells, while U2OS
cells with reduced CHOP protein expression were found to be more sensitive to this
compound (Figure S3d,h). This effect was again confirmed by Western blot using the
apoptosis markers PARP and caspase 3 (Figure S3c,g).

Furthermore, we used ISRIB, an established inhibitor of the ISR through the activation
of the eIF2B complex [28,29], to determine whether ATF4, ATF3, CHOP, and NOXA protein
increases observed after fluorizoline treatment in these cell lines were dependent on the
phosphorylation of eIF2α. Consistent with the results obtained with ATF4 downregulation,
ISRIB increased the sensitivity of HEK293T to fluorizoline-induced apoptosis (Figure S4a).
In concordance, ISRIB pre-treatment resulted in increased caspase 3 cleavage by fluori-
zoline (Figure S4b). As expected, ISRIB prevented the induction of ATF4 and CHOP by
thapsigargin. The addition of ISRIB reduced the increase in ATF4 and CHOP after 4 h
of treatment with fluorizoline (Figure S4b,c), indicating that the induction of these two
proteins is caused by the phosphorylation of eIF2α. The induction of ATF3 by fluorizoline
was higher after pre-treatment with ISRIB, despite ATF4 levels were partially reduced.

2.2. Fluorizoline Induces ER Stress in HEK293T and U2OS Cells

To determine whether fluorizoline treatment could cause ER stress, we analyzed the
splicing of XBP1, which takes place after the activation of the ER sensor inositol-requiring
enzyme 1 (IRE1). HEK293T and U2OS cells were treated with fluorizoline for different
times, and the presence of spliced isoforms of XBP1 was assessed. We detected increased
splicing of XBP1 both at the mRNA (Figure 3a) and protein levels (Figure 3b). The increase
in IRE1 activity shown by XBP1 splicing suggests that the activation of the ISR after
fluorizoline treatment might be caused by an increase in ER stress.

Next, we investigated the role of ER stress in fluorizoline-induced apoptosis. To this
end, we overexpressed the ER luminal glucose-regulated protein 78 (GRP78) in HEK293T
cells. GRP78 binds to and inhibits the ER membrane sensors PERK, IRE1, and ATF6, which
are activated upon accumulation of misfolded proteins in the ER [30]. HEK293T cells
were transfected with a plasmid containing human GRP78 for 48 h and then treated with
fluorizoline for 24 h. A marked increase in GRP78 protein expression could be observed by
Western blot in GRP78-transfected cells (Figure 3c). Overexpression of GRP78 resulted in
increased sensitivity to fluorizoline-induced apoptosis measured by phosphatidylserine
exposure (Figure 3d) as well as increased PARP and caspase 3 cleavage (Figure S5). These
cells had an attenuated activation of the ATF4, CHOP, ATF3, XBP1, and also NOXA after
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fluorizoline treatment (Figure 3c), indicating that ER stress is involved in the increase in
these proteins.
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accumulation of poly-ubiquitinated proteins. Jurkat cells were treated either with fluori-
zoline or with the proteasome inhibitor MG132 as a positive control, and the presence of 
poly-ubiquitinated proteins was assessed by Western blot. Both MG132 and fluorizoline 
treatment resulted in the accumulation of poly-ubiquitinated proteins (Figure S6). 

Figure 3. Fluorizoline induces ER stress in HEK293T and U2OS cells. (a,b) HEK293T and U2OS cells were treated with
(a) 15 µM fluorizoline (F) or 20 µM thapsigargin (TG) for the indicated time or (b) 15 and 20 µM fluorizoline, respectively,
for the indicated time. (c,d) HEK293T cells were transfected with empty pcDNA or with GRP78 for 48 h and then treated
with the indicated doses of fluorizoline, 15 µM compound 2a as a negative control or 20 µM thapsigargin (TG) for 24 h.
(a) Unspliced (XBP1) and spliced XBP1 (XBP1s) mRNA were detected by PCR. This is a representative image of two
independent experiments. (b,c) Protein levels were analyzed by Western blot. β-actin was used as a loading control. Images
proceeding from different gels are separated with white space. These are representative images of at least three independent
experiments. (d) Viability was measured by flow cytometry, and it is expressed as the mean ± SEM of the percentage of
non-apoptotic cells (annexin V-negative). ** p < 0.01. ISRIB vs. -; GRP78 vs. pcDNA (n = 3).

Upon ER stress, folding capacity is impaired, and unfolded proteins are degraded
mostly by the ubiquitin–proteasome system [31]. To further study the induction of ER
stress by fluorizoline, we analyzed whether treatment with this compound resulted in
the accumulation of poly-ubiquitinated proteins. Jurkat cells were treated either with
fluorizoline or with the proteasome inhibitor MG132 as a positive control, and the presence
of poly-ubiquitinated proteins was assessed by Western blot. Both MG132 and fluorizoline
treatment resulted in the accumulation of poly-ubiquitinated proteins (Figure S6).

Altogether, these results demonstrate that fluorizoline causes increased ER stress and
that the ER stress response is protective against fluorizoline-induced apoptosis in HEK293T
and U2OS cells.

2.3. Fluorizoline Does Not Trigger Apoptosis through Altered Mitochondrial Respiration or
ROS Production

Next, we sought to investigate how the binding of fluorizoline to PHBs in the mito-
chondria resulted in increased ER stress. PHB are highly conserved proteins that have
been involved in numerous activities in the mitochondria and alterations of mitochondrial
homeostasis, such as ATP depletion or increased reactive oxygen species (ROS) formation,
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can cause ER stress [32,33]. Downregulation of PHBs has been shown to increase ROS pro-
duction and impair the assembly of electron transport chain complexes affecting OXPHOS
activity [34,35]. Specifically, downregulation of PHBs has been described as reducing Rou-
tine, ATP coupled, and maximal respiration. We had previously used Jurkat cells to analyze
ROS production and mitochondrial membrane potential after fluorizoline treatment [15].
In this cell line, fluorizoline caused increased ROS production without altering mitochon-
drial membrane potential [15]. To expand these results, we analyzed the production of
mitochondrial superoxide after fluorizoline treatment using MitoSOX in HEK293T, U2OS,
and Jurkat cells. Antimycin A was used as a positive control. Treatment with fluorizoline
caused a small but significant increase in MitoSOX fluorescence in HEK293T and U2OS
cells (Figure 4a,d). This effect could not be observed in Jurkat cells in which fluorizoline
treatment did not alter MitoSOX fluorescence to any extent (Figure S7a). We next decided
to test the relevance of these increases in superoxide production for the mechanism of
action of fluorizoline. First, we analyzed whether the addition of the antioxidant MnTBAP
could prevent the increase in MitoSOX fluorescence produced by fluorizoline treatment.
MnTBAP caused a partial reduction in the production of mitochondrial superoxide in both
cell lines (Figure S8a,b). Then, we analyzed the effect of MnTBAP on cell viability. MnTBAP
itself decreased cell viability, an effect that was also observed in the presence of fluorizoline
(Figure 4b,e). In addition, the induction of ATF4 after 1 h of treatment with fluorizoline
was reduced in the presence of MnTBAP (Figure 4c,f). Despite this, no differences were ob-
served after 4 h of treatment with fluorizoline. Considering that MnTBAP did not prevent
neither the loss of cell viability nor the increase in ATF4 protein levels after fluorizoline
treatment, we conclude that the superoxide production detected in HEK293T and U2OS
cells does not participate in the induction of apoptosis by fluorizoline.
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levels were analyzed by Western blot. β-actin was used as a loading control. These are representative images of at least
three independent experiments. * p < 0.05, ** p < 0.01. (a) Each condition vs.-; MnTBAP vs.-(a,d n = 4; b,e ≥ 3).

Moreover, we analyzed whether fluorizoline treatment could modulate GSH and
GSSG concentration in Jurkat cells (Figure S7b). Fluorizoline treatment produced no
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changes neither in GSH and GSSG concentration nor in GSH/GSSG ratio in Jurkat cells.
These results indicate that treatment with fluorizoline does not result in increased mito-
chondrial superoxide production or alter the redox balance in Jurkat cells.

In order to test whether treatment with fluorizoline resembled PHB knockdown
regarding impairment of OXPHOS activity, we measured oxygen consumption in HEK293T,
U2OS, and Jurkat cells after fluorizoline treatment (Figure 5 and Figure S7c,d). Cells were
treated with fluorizoline for 4 h, and then oxygen consumption was measured. Treatment
with fluorizoline resulted in a slight, non-significant reduction in oxygen consumption in all
parameters measured in all cell lines (Figure 5a,c and Figure S7c) which was proportional
to the basal measurement (Figure 5b,d and Figure S7d). Thus, fluorizoline does not
modify oxygen consumption. Altogether these results indicate that fluorizoline causes an
increase in superoxide production in HEK293T and U2OS cells which is not required for
the induction of apoptosis as it is not conserved in all cell lines, as no alterations have been
detected in Jurkat cells. Moreover, fluorizoline did not modify relative respiration rates in
any of the cell lines analyzed.
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Figure 5. Fluorizoline does not alter mitochondrial respiration in HEK293T and U2OS cells. (a,b) HEK293T cells and (c,d)
U2OS cells were treated with 15 or 20 µM fluorizoline (F) for 4 h. Oxygen consumption was measured in basal conditions
(Routine) after the addition of 1 µM antimycin A (LEAK) and after titration with 0.5 µM CCCP (ETS). Data are represented
as (a,c) raw oxygen consumption rate and (b,d) oxygen consumption relative to Routine (n = 4).

2.4. Fluorizoline Alters Calcium Homeostasis to Trigger Apoptosis in U2OS Cells

Considering the strong and quick induction of ER stress produced by fluorizoline
treatment, we hypothesized that fluorizoline might cause alterations of calcium homeosta-
sis. Conditions that modify calcium concentration in the ER cause impaired protein folding,
and therefore ER stress, resulting in the activation of ER stress-responsive pathways, such
as the ISR. Interestingly, PHBs have been described as interacting with VDAC [36] channels
which participate in the control of calcium flux from the ER to the mitochondria [37,38].

We investigated whether treatment with fluorizoline could result in altered cytoso-
lic and mitochondrial calcium concentrations in human cell lines. To this end, we used
the calcium-sensitive fluorescent dye Rhod-2/AM (Rhod-2), which preferentially accu-
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mulates in the mitochondria, although also in the cytosol and other organelles. As we
observed a diffuse signal after Rhod-2 staining in HEK293T and U2OS cells, we decided
to use MitoTracker Deep Red to discriminate mitochondrial from cytosolic Rhod-2 signal
(Figure S9a,d). Live-cell imaging was used to record variations in Rhod-2 fluorescence after
treatment with either ATP as a positive control, the vehicle DMSO as a negative control, or
fluorizoline (Figure 6a,d and Figure S9b,c). In the case of HEK293T, the increase in Rhod
2 fluorescence produced by the addition of fluorizoline could not be distinguished from
the addition of the vehicle DMSO (Figure 6a and Figure S9b). Importantly, fluorizoline
treatment caused increased Rhod-2 fluorescence in U2OS cells, starting approximately 30 s
after the addition of the drug (Figure 6d and Figure S9c). Rhod-2 signal increased similarly
in MitoTracker Deep Red positive and negative pixels indicating that these increases in
calcium concentration occurred both in the mitochondria and in the cytosol (Figure S9d).
Next, we analyzed whether the increase in calcium concentration was modified by PHB
downregulation. Increased calcium concentration was detected after fluorizoline treat-
ment in conditions of PHB-downregulation compared to SC (Figure S9e). In addition, we
transfected HEK293T cells with cytosolic and mitochondrially targeted calcium-sensitive
aequorin and analyzed luminescence after fluorizoline treatment. Aequorin transfection
efficiency was normalized with the use of digitonin, as described in Materials and Methods.
Treatment with fluorizoline, as well as with the positive control ATP, caused an increase in
luminescence both in the cytosol and in mitochondria (Figure S10). Therefore, fluorizoline
causes an increase in calcium concentration in these two subcellular compartments in both
U2OS and HEK293T cells.
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Figure 6. Fluorizoline causes calcium mobilization in U2OS cells. (a) HEK293T and d U2OS cells were loaded with 5 µM
Rhod-2 30 min prior to the start of the experiment. Live-cell images were acquired at intervals of 1 s for 2 min starting
5 s prior to treatment. HEK293T and U2OS cells were treated either with 100 µM ATP as a positive control, 15 and 20 µM
fluorizoline, respectively, or with the corresponding concentration of vehicle (DMSO). (b,c) HEK293T and (e,f) U2OS cells
were pre-treated with the indicated doses or (f) with 10 µM BAPTA for 1 h and then treated either with 15 or 20 µM
fluorizoline, respectively, or with 20 µM thapsigargin (TG) for (c,f) 4 h or (b,e) 24 h. (b,e) Viability was measured by flow
cytometry, and it is expressed as the mean ± SEM of the percentage of non-apoptotic cells (annexin V-negative). *** p < 0.001.
BAPTA vs.-(a n ≥ 3; b n = 3; d n = 3; e n ≥ 3). (c,f) Protein levels were analyzed by Western blot. β-actin was used as a
loading control. These are representative images of at least three independent experiments.

To determine whether the observed calcium mobilization after fluorizoline treatment
was required for fluorizoline-induced apoptosis, we analyzed the effect of BAPTA/AM
(BAPTA), a cytosolic calcium chelator, in both U2OS and HEK293T cells. U2OS and
HEK293T cells were pre-treated with BAPTA for 1 h and then treated with fluorizoline for
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24 h. The addition of BAPTA had no effect on the induction of apoptosis by fluorizoline in
HEK293T cells (Figure 6b). Importantly, pre-treatment with BAPTA reduced fluorizoline-
induced apoptosis in U2OS cells in a dose-dependent manner (Figure 6e). Pre-treatment
with BAPTA reduced ATF3, CHOP, and NOXA protein increases by fluorizoline in both cell
lines, while ATF4 induction was only blocked in U2OS cells, being increased to a higher
extent in HEK293T when BAPTA was present (Figure 6c,f). This result was confirmed using
another calcium chelator, EGTA/AM (EGTA), which also prevented fluorizoline-induced
apoptosis in U2OS cells, although to a lower extent (Figure S11a,b). Thus, fluorizoline can
cause rapid increases in calcium concentration that are prior to the induction of ER stress
and are required for the induction of apoptosis in U2OS cells.

3. Discussion

In the present article, we have shown the activation of the ISR by the PHB-binding
compound fluorizoline in the human cell lines U2OS, HEK293T, and Jurkat. Fluorizoline
treatment increases ER stress in these cell lines, which is not caused by direct modulations
of the OXPHOS system, increased ROS production, or by alterations in GSH concentration.
Finally, we described an increase in calcium concentration in the mitochondria and cytosol
upon fluorizoline treatment that participates in the mechanism of fluorizoline-induced
apoptosis in U2OS cells.

We previously showed that NOXA, BIM, and PUMA participate in the induction
of apoptosis after fluorizoline treatment, although their relative importance is cell-line
specific [15,16]. These proteins have been shown to be effectors of apoptosis downstream
of ER stress or to be modulated by common ER stress-responsive proteins [39–42]. For
example, ATF4 and ATF3 bind to the promoter of NOXA and regulate its expression after
DNA damage induced by cisplatin [43]. BIM is controlled at the transcriptional level by
CHOP and at the post-translational level by JNK and ERK through phosphorylation in
different residues [44–47]. In its turn, PUMA has been shown to be controlled by E2F1
downstream of ER stress [48]. The presence of ER stress and the activation of the ISR
could explain how different BH3-only proteins are activated after fluorizoline treatment
and might be required for the induction of apoptosis in certain cell lines. However, our
results indicate that in the case of U2OS and HEK293T cells, these pathways play mainly a
pro-survival role.

We observed increased activation of the integrated stress response after fluorizoline
treatment, an effect that was reproduced by PHB downregulation. Of note, treatment of
PHB-downregulated cells with fluorizoline further increased ATF4 and CHOP protein
levels. As downregulation of PHBs was not complete, this effect could be explained by
the action of fluorizoline on the remaining pool of PHBs. However, we cannot exclude the
possibility of this effect being due to an off-target effect of fluorizoline.

Several reports describe the regulation of CHOP by ATF4 under stress conditions [49,50].
Despite this, fluorizoline increased CHOP expression to the same extent in conditions in
which ATF4 had been downregulated by siRNA. CHOP expression is regulated by other
mechanisms, including increased translation after eIF2α phosphorylation [51] or increased
transcription by cleaved ATF6 [52]. Although ATF6 could play a role in the increase in CHOP
after fluorizoline treatment, this accumulation was blocked by pre-treatment with ISRIB,
indicating that CHOP is induced by preferential translation of its mRNA. We also observed
increased ATF3 expression in the presence of ISRIB. In HeLa and HAP1 cell lines, we have
found that ATF3 plays a role in fluorizoline-induced apoptosis by modulating the levels
of NOXA together with ATF4 [25]. However, in HEK293T, we did not find a reduction in
NOXA expression after fluorizoline treatment when a luciferase construct of NOXA promoter
with a mutated CRE binding site was compared to the wild-type sequence (data not shown)
suggesting that in this cell line, the regulation of NOXA is independent of ATF4 and ATF3.
Moreover, NOXA plays a minor role in the induction of apoptosis by fluorizoline in this
cell line [16] ATF3 has been involved in numerous publications in response to stress and
the induction of apoptosis. ATF3 can participate in apoptosis through the regulation of the
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expression of DR5 [53]. This is particularly interesting, as we previously described that the
extrinsic pathway of apoptosis can be activated in Bax−/−/Bak−/− MEF after fluorizoline
treatment, but no effect could be observed in WT cells [15].

The finding of increased activation of IRE1 was shown by splicing of XBP1 together
with the prevention of the increase in ATF4, ATF3, CHOP, and XBP1 itself by overexpression
of GRP78 indicate that fluorizoline treatment results in increased ER stress. However,
whether ER stress is the main cause of the activation of the ISR remains to be determined.
Two recent studies by Guo et al. and Fessler et al. described the molecular pathway
transmitting the signal of mitochondrial stress into the activation of the ISR [54,55]. This
pathway involves the cleavage of the mitochondrial protein DELE1 by the stress-activated
protease OMA1. Cleaved DELE1 accumulates in the cytoplasm, where it can facilitate the
activation of the eIF2α kinase HRI and, therefore, of the ISR. OMA1 localizes in the inner
mitochondrial membrane and is in charge of the cleavage of OPA1 leading to mitochondrial
fragmentation and cristae junction opening [56]. Interestingly, PHBs increase the turnover
of OMA1 through a mechanism possibly involving cardiolipin [57]. We have observed that
treatment with fluorizoline and downregulation of PHBs in cell lines from human origin
results in the activation of the ISR. It would be interesting to analyze the involvement of
DELE1, OMA1, and HRI in this process as it could help to understand the mechanism of
action of fluorizoline.

We observed a small increase in MitoSOX fluorescence after treatment with fluori-
zoline in HEK293T and U2OS cells. However, our results indicate that this alteration is
not required for the induction of apoptosis in these cell lines. This is in line with previous
findings of our group using MEF cells which were not protected from apoptosis by flu-
orizoline even when ROS production was completely blocked [15]. Fluorizoline did not
increase mitochondrial superoxide production in Jurkat cells, as opposed to what has been
previously described for PHB knockdown [35]. On the contrary, fluorizoline increased ROS
production in Jurkat cells measured with CellROX Deep Red reagent [15]. This discrepancy
might be explained by the compartment where each probe accumulates, as MitoSOX senses
mitochondrial superoxide and CellROX Deep Red accumulates in the cytoplasm, which
might indicate an increase in extra-mitochondrial ROS production. PHBs present mainly a
structural function. The fact that fluorizoline does not mimic PHB downregulation regard-
ing ROS production suggests that the binding of fluorizoline does not result in complete
blockage of the function of PHBs, as these proteins are still expressed in the presence of
fluorizoline and might maintain part of their activity or protein interactions.

We have found increases in cytosolic and mitochondrial calcium concentration after
fluorizoline treatment. Fluorizoline accumulates in the mitochondria [1], which is the
predominant location of PHB in most cell lines [9]. Mitochondria and ER are highly inter-
connected organelles, and mitochondrial associated membranes (MAMs) are an emerging
field of study [58], as they control the transfer of calcium from the ER to the mitochondria,
which is key to modulating mitochondrial metabolism [59]. Some of the proteins involved
in the regulation of calcium transport between the ER and the mitochondria are known
interactors of PHBs, such as VDACs [36,37]. In addition, PHBs in the plasma membrane
are required for the activation of phospholipase-C gamma (PLCγ) downstream of CD86
and have been shown to interact with phosphatidylinositol-3,4,5-trisphosphate (PIP3) and,
thus, may play a role in calcium signaling [60,61]. However, as fluorizoline does not accu-
mulate in the plasma membrane, we consider it unlikely that the activity of this compound
relies on an effect over PHBs present in the plasma membrane. How the interaction of
fluorizoline with PHBs results in calcium mobilization from the ER remains to be explored.

Rhod-2 failed to detect calcium increases after fluorizoline treatment in HEK293T
cells. In contrast, the assays with aequorin detected increased luminescence of this protein
both in the cytosol and in the mitochondria. Differences in the measurement of calcium
with calcium-sensitive dyes and luminescent proteins have been previously reviewed [62].
We consider that, overall, these experiments indicate that fluorizoline can alter normal
calcium distribution. The addition of calcium chelators prevented the increase in proteins
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of the ER stress response, such as ATF3 and CHOP, in HEK293T and U2OS cells. Moreover,
BAPTA pre-treatment had a heterogeneous effect on the induction of ATF4 and apoptosis,
which were completely blocked by BAPTA in U2OS cells but not in HEK293T cells. The
prevention of fluorizoline-induced apoptosis by EGTA in U2OS cells was lower than the
one observed after pre-treatment with BAPTA. Although we cannot exclude the possibility
of an unspecific effect of BAPTA-AM, this molecule has been described as presenting a
much higher calcium-binding rate when compared to EGTA-AM. Thus, it is possible that
the differences observed between the two calcium chelators arise from a more effective
blockage of calcium concentration increase by BAPTA-AM [63]. Differences between cell
lines were also found in the effect of ATF4 downregulation, which sensitized HEK293T
cells but not U2OS cells to fluorizoline, and CHOP downregulation which, conversely,
sensitized U2OS cells but not HEK293T cells. Thus, the relevance of this mechanism for
the induction of apoptosis might depend on the cell type. Moreover, we have observed
differences between cell lines regarding the effect of ISR inhibition. In HeLa and HAP1
cells, which rely on ATF4 and ATF3 to increase the expression of NOXA, blockage of the
ISR resulted in increased resistance to fluorizoline-induced apoptosis [25]. Conversely, in
HEK293T and U2OS cells inhibition of this signaling pathway caused increased sensitivity
to fluorizoline. The molecular explanation for the different sensitivities to fluorizoline
treatment between cell lines is presently unknown.

Recently, Jin X et al., considering the interaction of PHBs with proteins that participate
in the regulation of translation, analyzed the effect of different PHB-binding compounds on
the translation machinery [64]. These authors found a reduction in new protein synthesis
upon fluorizoline treatment in human cell lines, caused by inhibition of eIF2α and eEF2. In
parallel to our findings, Jin X et al. describe increased ATF4 protein levels and XBP1 splicing
and point towards ER stress as the cause of these protein alterations. Even more, the authors
of this study show increased calcium concentration after fluorizoline treatment in A549 cells.
However, pre-treatment with ISRIB protected A549 cells to fluorizoline-induced apoptosis,
similar to the results we obtained in HeLa and HAP1 cells, strengthening the idea that the
activation of the ISR after fluorizoline treatment is proapoptotic or pro-survival depending
on the cell type (data not shown).

In conclusion, we have found that the PHB-binding compound fluorizoline triggers
ER stress and activation of the ISR in human cell lines, which participate in a pro-survival
response to this compound in HEK293T and U2OS cells (Figure 7). We have observed
calcium mobilization, which could explain how fluorizoline alters the ER homeostasis.
Further experiments will be aimed at analyzing the mechanism leading to this increase in
calcium concentration and whether it is caused by the interaction of fluorizoline to PHBs.
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Negative regulation
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Figure 7. Schematic representation of the pathways involved in the response to fluorizoline in HEK293T and U2OS. The
Prohibitin-binding compound fluorizoline triggers the intrinsic pathway of apoptosis through alterations in the expression
of BH3-only proteins, such as NOXA. This compound causes increased ER stress leading to the activation of the ISR and
increases of ATF4 and CHOP, which have a pro-survival role in the cell types analyzed in the present study. However,
this pathway could also explain the modulation of BH3-only protein expression. Fluorizoline can trigger increases in
calcium concentration in the cytosol and the mitochondria that are required for the activation of apoptosis, as pre-treatment
with calcium chelators, such as BAPTA-AM, can prevent the activation of the ISR, the increase in NOXA expression, and
apoptosis in U2OS cells. Grey lines indicate positive regulation; red lines indicate negative regulation. Solid lines indicate
described events; dotted lines indicate proposed events.

4. Materials and Methods
4.1. Reagents

Fluorizoline and compound 2a were synthesized as described in [1]. Thapsigargin,
ISRIB, antimycin A, rocaglamide A, MnTBAP, and EGTA/AM (EGTA) were from Sigma-
Aldrich (Saint Louis, MO, USA) ATP was from Roche (Basel, Switzerland). BAPTA/AM was
from Abcam (Cambridge, UK). IN-8 and SB203580 were from Calbiochem (Merck-Millipore,
Darmstadt, Germany).
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4.2. Cell Lines Culture

HEK293T and U2OS cells (both from American Type Culture Collection, Rockville, MD,
USA) were grown in DMEM complemented with 10% FBS, 2 mM L-glutamine, 100 U/mL
penicillin, and 100 ng/mL streptomycin. Jurkat cells were maintained in RPMI 1640 com-
plemented with 10% FBS (previously inactivated by heating at 60 ◦C for 30 min), 2 mM
L-glutamine, 100 U/mL penicillin, and 100 ng/mL streptomycin (all from Biological In-
dustries, Beit Haemek, Israel). All cell lines were maintained at 37 ◦C in a humidified
atmosphere containing 5% CO2.

4.3. Transient Transfection

For RNA interference, cells were transfected using Lipofectamine RNAiMAX reagent
(ThermoFisher Scientific, Waltham, MA, USA). DMEM was replaced with OptiMEM (Gibco,
ThermoFisher), and complexes were added into cells dropwise and incubated for 4–6 h and
then replaced again by fresh DMEM. The specific small interference RNAs (siRNAs) used
were CHOP (VHS40605), PHB1 (HSS182281), and PHB2 (HSS117606) from ThermoFisher.
ATF4 (UUCUCCGAACGUGUCACGU) and its respective SC (GCCUAGGUCUCUUA-
GAUGA) were purchased from GenePharma (Shangai, China).

For plasmid transfection, cells were transfected using Lipofectamine LTX reagent (Ther-
moFisher) pcDNA3.1(+)-GRP78/BiP was a gift from Richard C. Austin (Addgene plasmid
# 32701; http://n2t.net/addgene:32701, accessed on 4 June 2021; RRID:Addgene_32701).

4.4. Western Blot

Pelleted cells were lysed with Laemmli sample buffer, and protein quantification was
performed with the Micro BCA Protein Assay Reagent kit (Pierce, Rockford, IL, USA).
Protein samples (15–30 µg) were reduced by the addition of DTT and then loaded into
a polyacrylamide gel, and a 125-mV current was applied. For the transfer, Immobilon-P
membranes (Millipore, Billerica, MA, USA) were used. Membranes were blocked with 5%
(w/v) non-fat milk in Tris-buffered saline with Tween® 20 and then incubated with the
specific primary antibodies overnight at 4 ◦C. Then, primary antibodies were removed, and
membranes were incubated with secondary antibodies conjugated with the horseradish
peroxidase system (from GE Healthcare, Amersham, UK). Antibody binding was detected
using enhanced chemiluminescence detection (GE Healthcare. The primary antibodies
used were PHB1 (H-80, Santa Cruz), PHB2 (07-234, Millipore), Tubulin (CP06, Millipore),
Cleaved caspase 3 (67341A, Pharmingen), β-Actin (A5441, Sigma-Aldrich), NOXA (ab13654,
Abcam), p-eIF2α (Ser51) (3398, Cell Signaling), eIF2α (9722, Cell Signaling), ATF4 (sc-
200, Santa Cruz), CHOP (2895, Cell Signaling), ATF3 (sc-188, Santa Cruz), XBP1s (143F,
Millipore), GRP78 (3183, Cell Signaling), Ubiquitin (04-263, Millipore), and PARP (9542,
Cell Signaling).

4.5. PCR

PCR experiments were performed with 1 µg total mRNA from samples. RNA was
reverse transcribed using the High-Capacity cDNA Reverse Transcription Kit (from Ap-
plied Biosystems, Foster City, CA, USA) following the instructions from the manufacturer.
cDNA was amplified using specific unlabeled primers against XBP1 (Forward: TTACGA-
GAGAAAACTCATGGCC; Reverse: GGGTCCAAGTTGTCCAGAATGC). The amplified
DNA was separated in a gel with 8% acrylamide in 1× TAE buffer. GeneRuler DNA Ladder
Mix (ThermoFisher) was used to allow for band weight determination.

4.6. Flow Cytometry

Phosphatidylserine exposure was used to determine cell viability. Cells were washed
with PBS, pelleted, and then incubated with annexin binding buffer containing Annexin
V-APC (Life Technologies) for 15 min in the dark. Then, samples were analyzed by flow
cytometry using FACSCanto II and FACSDiva (BD Biosciences, Franklin Lakes, NJ, USA).
Data represent the percentage of non-apoptotic cells (Annexin V-).

http://n2t.net/addgene:32701
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Mitochondrial superoxide detection was analyzed with a MitoSOX™ indicator (From
ThermoFisher). Jurkat, U2OS, and HEK293T cells (0.2–0.5 × 106) were collected and
incubated with MitoSOX™ 15 min prior to the start of the measurement. After that, cells
were washed once with 1 mL of complete PBS (c-PBS, PBS supplemented with 0.5 mM
MgCl2, 0.7 mM CaCl2, and 1 g/L glucose). Fluorescence was detected by flow cytometry
with FACSCanto equipment and analyzed using FlowJo software.

4.7. Live-Cell Imaging

Rhod-2 dye (ThermoFisher) was used to detect variations in intracellular calcium
concentration. Cell medium was substituted with OptiMEM containing 5 µM Rhod-2 dye
and 2 µM Pluronic acid (ThermoFisher) 30 min prior to the start of the analysis to facilitate
dye loading to the cell.

Live-cell images were obtained at 1 s intervals for up to 2 min using a Carl Zeiss model
LSM8880 confocal microscope. Cells were treated with 10–15 µL of the solutions adjusted
to achieve the desired concentrations of the drugs 5 sec after the start of the acquisition.
Quantification of the mean fluorescence intensity for each series of images was performed
with ImageJ software.

4.8. Calcium Measurement with Aequorin

HEK293T cells were transfected with plasmids containing either cytosolic or mitochondrially-
targeted aequorin using Lipofectamine 3000 reagent (ThermoFisher), as described above. After
24 h of transfection and prior to the experiment, cells were trypsinized, and 4.8 × 106 cells were
seeded. At the time of the experiment, the cell medium was removed, and 50 µL of Krebs Ringer
modified Buffer (KRB) medium containing 5 µM coelenterazine was added to each well.

Plates were analyzed in a FLUOstar plate reader. Measurements were performed at
1 s intervals for up to 70 s. Five microliters of either 165 µM fluorizoline or 1.1 mM ATP
was added after 5 s to achieve a final concentration of 15 µM fluorizoline and 100 µM
ATP. At second 35, 5 µL of 12 mM digitonin was added to reach a final concentration of
1 mM digitonin to normalize between experiments and to compensate for differences in
transfection efficiency. All the injections present in these experiments were programmed
and automatically performed by the fluidics system in the plate reader.

Calcium concentration was calculated as follows:

Ratio = (Value − ValueMin)/(∆Values) (1/Slope),

[Ca2+] = (Ratio + (Ratio · KTR) − 1)/(KR − (Ratio · KR).

where the values for the different constants are:
KR = 10,366,185 M-1; KTR = 120 M-1; Slope = 2.99.

4.9. Glutathione Measurement

GSH and GSSG were measured as described by Senft et al. [65]. Cells were collected,
washed twice with ice-cold PBS, and then treated with 6% perchloric acid (PCA). Samples
were centrifuged at 12,000× g at 4 ◦C for 5 min, and after that, the supernatants were
stored at −80 ◦C. For GSH measurement, samples were incubated with O-Phtalaldehyde
(O-PA) for 30 min in the dark. A blank measure was performed by the addition of N-
ethylmaleimide (NEM) to the samples. For GSSG measurement, GSH was first sequestered
with NEM, and then GSSG was reduced to GSH with Na2S2O3. GSH generated from
GSSG was measured by the addition of O-PA. A standard curve with GSH was prepared
to extrapolate sample concentration. Samples were loaded into black 96-well Costar plates
with flat clear bottom, and fluorescence was measured in a plate reader (ex: 365 ± 5 nm,
Emission: 430 ± 20 nm).
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4.10. Measurement of Oxygen Consumption

High-resolution respirometry was performed using an Oxygraph-2k from Oroboros
instruments (Innsbruck, Austria). Jurkat cells were maintained in high glucose RPMI 1640,
supplemented as described above. Cells were treated with fluorizoline at 0.7 × 106 cells/mL
density, and after 4 h, cells were loaded into 2 mL chambers, and 1 mL was reserved for protein
quantification. Routine respiration was measured after its stabilization. After that, 2.5 µM
oligomycin and a subsequent titration of carbonylcyanide-4- (trifluoromethoxy)-phenyl-
hydrazone (FCCP, 0.5 µM) were added to measure proton leak (LEAK) and maximal electron
transfer system capacity (ETS), respectively. Finally, 0.5 µM rotenone and 2.5 µM antimycin
A were used to measure residual oxygen consumption, which was subtracted from the
previous measurements. All measurements were normalized by protein concentration in
the samples, which was measured by BCA.

4.11. Statistical Analysis

Statistical analysis was performed with GraphPad Prism 6.0c Software Inc. Results
are represented by mean ± standard error of the mean (SEM) of at least three independent
experiments. For simple comparisons, a two-tailed Student’s t-test was used. For multiple
comparisons, a two-tailed ANOVA. p-values inferior to 0.05 were considered statistically
significant (* p < 0.05; ** p <0.01; *** p < 0.001).
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Abbreviations

ATF4 Activating transcription factor 4
CHOP C/EBP homologous protein
eIF2α eukaryotic initiation factor 2α
ER Endoplasmic reticulum
ETS Electron transfer system capacity
GCN2 General control nonderepressible 2 kinase
GRP78 Glucose-regulated protein 78
HRI Heme-regulated inhibitor
IRE1 Inositol-requiring enzyme 1
ISR Integrated stress response
OPA1 Optic atrophy 1
PERK PKR-like ER kinase
PHB Prohibitin
PKR Protein kinase R
ROS Reactive oxygen species
SEM Standard error of the mean

References
1. Pérez-Perarnau, A.; Preciado, S.; Palmeri, C.M.; Moncunill-Massaguer, C.; Iglesias-Serret, D.; González-Gironès, D.M.; Miguel, M.;

Karasawa, S.; Sakamoto, S.; Cosialls, A.M.; et al. A Trifluorinated Thiazoline Scaffold Leading to Pro-apoptotic Agents Targeting
Prohibitins. Angew. Chem. Int. Ed. 2014, 53, 10150–10154. [CrossRef] [PubMed]

2. Pomares, H.; Palmeri, C.M.; Iglesias-Serret, D.; Moncunill-Massaguer, C.; Saura-Esteller, J.; Núñez-Vázquez, S.; Gamundi, E.;
Arnan, M.; Preciado, S.; Albericio, F.; et al. Targeting prohibitins induces apoptosis in acute myeloid leukemia cells. Oncotarget
2016, 7, 64987–65000. [CrossRef]

3. Cosialls, A.M.; Pomares, H.; Iglesias-Serret, D.; Saura-Esteller, J.; Núñez-Vázquez, S.; González-Gironès, D.M.; De La Banda, E.;
Preciado, S.; Albericio, F.; Lavilla, R.; et al. The prohibitin-binding compound fluorizoline induces apoptosis in chronic
lymphocytic leukemia cells through the upregulation of NOXA and synergizes with ibrutinib, 5-aminoimidazole-4-carboxamide
riboside or venetoclax. Haematologica 2017, 102, 1587–1593. [CrossRef]

4. Hernando-Rodríguez, B.; Artal-Sanz, M. Mitochondrial Quality Control Mechanisms and the PHB (Prohibitin) Complex. Cells
2018, 7, 238. [CrossRef]

5. Signorile, A.; Sgaramella, G.; Bellomo, F.; De Rasmo, D. Prohibitins: A Critical Role in Mitochondrial Functions and Implication
in Diseases. Cells 2019, 8, 71. [CrossRef]

6. Yang, J.; Li, B.; He, Q.Y. Significance of prohibitin domain family in tumorigenesis and its implication in cancer diagnosis and
treatment review-article. Cell Death Dis. 2018, 9, 580. [CrossRef]

7. Zhou, Z.; Ai, H.; Li, K.; Yao, X.; Zhu, W.; Liu, L.; Yu, C.; Song, Z.; Bao, Y.; Huang, Y.; et al. Prohibitin 2 localizes in nucleolus to
regulate ribosomal RNA transcription and facilitate cell proliferation in RD cells. Sci. Rep. 2018, 8, 1479. [CrossRef]

8. Zhou, T.-B.; Qin, Y.-H.; Lei, F.-Y.; Huang, W.-F.; Drummen, G.P.C. Prohibitin is associated with antioxidative protection in
hypoxia/reoxygenation-induced renal tubular epithelial cell injury. Sci. Rep. 2013, 3, 3123. [CrossRef]

9. Osman, C.; Merkwirth, C.; Langer, T. Prohibitins and the functional compartmentalization of mitochondrial membranes. J. Cell Sci.
2009, 122, 3823–3830. [CrossRef] [PubMed]

10. Yoshinaka, T.; Kosako, H.; Yoshizumi, T.; Furukawa, R.; Hirano, Y.; Kuge, O.; Tamada, T.; Koshiba, T. Structural Basis of
Mitochondrial Scaffolds by Prohibitin Complexes: Insight into a Role of the Coiled-Coil Region. iScience 2019, 19, 1065–1078.
[CrossRef]

11. Wei, Y.; Chiang, W.-C.; Sumpter, R.; Mishra, P.; Levine, B. Prohibitin 2 Is an Inner Mitochondrial Membrane Mitophagy Receptor.
Cell 2017, 168, 224–238.e10. [CrossRef]

12. Wang, D.; Tabti, R.; Elderwish, S.; Abou-Hamdan, H.; Djehal, A.; Yu, P.; Yurugi, H.; Rajalingam, K.; Nebigil, C.G.; Désaubry, L.
Prohibitin ligands: A growing armamentarium to tackle cancers, osteoporosis, inflammatory, cardiac and neurological diseases.
Cell. Mol. Life Sci. 2020, 77, 3525–3546. [CrossRef]

13. Guyot, A.C.; Leuxe, C.; Disdier, C.; Oumata, N.; Costa, N.; Le Roux, G.; Fernandez-Varela, P.; Duchon, A.; Charbonnier, J.B.;
Herault, Y.; et al. A Small Compound Targeting Prohibitin with Potential Interest for Cognitive Deficit Rescue in Aging mice and
Tau Pathology Treatment. Sci. Rep. 2020, 10, 1143. [CrossRef] [PubMed]

14. Yoshimaru, T.; Komatsu, M.; Tashiro, E.; Imoto, M.; Osada, H.; Miyoshi, Y.; Honda, J.; Sasa, M.; Katagiri, T. Xanthohumol
suppresses oestrogen-signalling in breast cancer through the inhibition of BIG3-PHB2 interactions. Sci. Rep. 2014, 4, 7355.
[CrossRef]

15. Moncunill-Massaguer, C.; Saura-Esteller, J.; Pérez-Perarnau, A.; Palmeri, C.M.; Núñez-Vázquez, S.; Cosialls, A.M.;
González-Gironès, D.M.; Pomares, H.; Korwitz, A.; Preciado, S.; et al. A novel prohibitin-binding compound induces
the mitochondrial apoptotic pathway through NOXA and BIM upregulation. Oncotarget 2015, 6, 41750–41765. [CrossRef]

http://doi.org/10.1002/anie.201405758
http://www.ncbi.nlm.nih.gov/pubmed/25196378
http://doi.org/10.18632/oncotarget.11333
http://doi.org/10.3324/haematol.2016.162958
http://doi.org/10.3390/cells7120238
http://doi.org/10.3390/cells8010071
http://doi.org/10.1038/s41419-018-0661-3
http://doi.org/10.1038/s41598-018-19917-7
http://doi.org/10.1038/srep03123
http://doi.org/10.1242/jcs.037655
http://www.ncbi.nlm.nih.gov/pubmed/19889967
http://doi.org/10.1016/j.isci.2019.08.056
http://doi.org/10.1016/j.cell.2016.11.042
http://doi.org/10.1007/s00018-020-03475-1
http://doi.org/10.1038/s41598-020-57560-3
http://www.ncbi.nlm.nih.gov/pubmed/31980673
http://doi.org/10.1038/srep07355
http://doi.org/10.18632/oncotarget.6154


Int. J. Mol. Sci. 2021, 22, 6117 18 of 20

16. Saura-Esteller, J.; Sánchez-Vera, I.; Núñez-Vázquez, S.; Jabalquinto-Carrasco, J.; Cosialls, A.M.; Mendive-Tapia, L.; Kukhtar, D.;
Martínez-Bueno, M.D.; Lavilla, R.; Cerón, J.; et al. Fluorizoline-induced apoptosis requires prohibitins in nematodes and human
cells. Apoptosis 2021, 26, 83–95. [CrossRef]

17. Quiros, P.M.; Prado, M.A.; Zamboni, N.; D’Amico, D.; Williams, R.W.; Finley, D.; Gygi, S.P.; Auwerx, J. Multi-omics analysis
identifies ATF4 as a key regulator of the mitochondrial stress response in mammals. J. Cell Biol. 2017, 216, 2027–2045. [CrossRef]

18. Taniuchi, S.; Miyake, M.; Tsugawa, K.; Oyadomari, M.; Oyadomari, S. Integrated stress response of vertebrates is regulated by
four eIF2α kinases. Sci. Rep. 2016, 6, 32886. [CrossRef] [PubMed]

19. Costa-Mattioli, M.; Walter, P. The integrated stress response: From mechanism to disease. Science 2020, 368, eaat5314. [CrossRef]
20. Pakos-Zebrucka, K.; Koryga, I.; Mnich, K.; Ljujic, M.; Samali, A.; Gorman, A.M. The integrated stress response. EMBO Rep. 2016,

17, 1374–1395. [CrossRef]
21. Sánchez-Quiles, V.; Santamaría, E.; Segura, V.; Sesma, L.; Prieto, J.; Corrales, F.J. Prohibitin deficiency blocks proliferation and

induces apoptosis in human hepatoma cells: Molecular mechanisms and functional implications. Proteomics 2010, 10, 1609–1620.
[CrossRef]

22. Yang, T.-Y.; Wu, Y.-J.; Chang, C.-I.; Chiu, C.-C.; Wu, M.-L. The Effect of Bornyl cis-4-Hydroxycinnamate on Melanoma Cell
Apoptosis Is Associated with Mitochondrial Dysfunction and Endoplasmic Reticulum Stress. Int. J. Mol. Sci. 2018, 19, 1370.
[CrossRef]

23. Mukherjee, S.; Singh, N.; Sengupta, N.; Fatima, M.; Seth, P.; Mahadevan, A.; Shankar, S.K.; Bhattacharyya, A.; Basu, A. Japanese
encephalitis virus induces human neural stem/progenitor cell death by elevating GRP78, PHB and hnRNPC through ER stress.
Cell Death Dis. 2018, 8, e2556. [CrossRef] [PubMed]

24. Junior, T.C.T.; De Godoy, L.M.F.; de Souza, G.; Bonatto, D.; Otake, A.H.; Saito, R.D.F.; Rosa, J.C.; Greene, L.J.; Chammas, R.
Accumulation of prohibitin is a common cellular response to different stressing stimuli and protects melanoma cells from ER
stress and chemotherapy-induced cell death. Oncotarget 2017, 8, 43114–43129. [CrossRef]

25. Núñez-Vázquez, S.; Sánchez-Vera, I.; Saura-Esteller, J.; Cosialls, A.M.; Noisier, A.F.; Albericio, F.; Lavilla, R.; Pons, G.;
Iglesias-Serret, D.; Gil, J. NOXA upregulation by the prohibitin-binding compound fluorizoline is transcriptionally regulated by
integrated stress response-induced ATF3 and ATF4. FEBS J. 2021, 288, 1271–1285. [CrossRef]

26. Iwasaki, S.; Iwasaki, W.; Takahashi, M.; Sakamoto, A.; Watanabe, C.; Shichino, Y.; Floor, S.N.; Fujiwara, K.; Mito, M.; Dodo, K.;
et al. The Translation Inhibitor Rocaglamide Targets a Bimolecular Cavity between eIF4A and Polypurine RNA. Mol. Cell 2019,
73, 738–748.e9. [CrossRef]

27. Yiming, L.; Yunshan, G.; Juan, T.; Jianli, J.; Zhinan, C. New Insights Into the Roles of CHOP-induced Apoptosis in ER Stress.
Acta Biochim. Biophys. Sin. (Shanghai) 2014, 46, 629–640.

28. Sekine, Y.; Zyryanova, A.; Crespillo-Casado, A.; Fischer, P.; Harding, H.P.; Ron, D. Mutations in a translation initiation factor
identify the target of a memory-enhancing compound. Science 2015, 348, 1027–1030. [CrossRef] [PubMed]

29. Sidrauski, C.; McGeachy, A.M.; Ingolia, N.T.; Walter, P. The small molecule ISRIB reverses the effects of eIF2α phosphorylation on
translation and stress granule assembly. eLife 2015, 4, e05033. [CrossRef]

30. Pobre, K.F.R.; Poet, G.J.; Hendershot, L.M. The endoplasmic reticulum (ER) chaperone BiP is a master regulator of ER functions:
Getting by with a little help from ERdj friends. J. Biol. Chem. 2019, 294, 2098–2108. [CrossRef] [PubMed]

31. Mehrtash, A.B.; Hochstrasser, M. Ubiquitin-dependent protein degradation at the endoplasmic reticulum and nuclear envelope.
Semin. Cell Dev. Biol. 2019, 93, 111–124. [CrossRef]

32. Costa, R.; Peruzzo, R.; Bachmann, M.; Montà, G.D.; Vicario, M.; Santinon, G.; Mattarei, A.; Moro, E.; Quintana-Cabrera, R.;
Scorrano, L.; et al. Impaired Mitochondrial ATP Production Downregulates Wnt Signaling via ER Stress Induction. Cell Rep. 2019,
28, 1949–1960.e6. [CrossRef]

33. Verfaillie, T.; Rubio, N.; Garg, A.D.; Bultynck, G.; Rizzuto, R.; Decuypere, J.-P.; Piette, J.; Linehan, C.; Gupta, S.; Samali, A.; et al.
PERK is required at the ER-mitochondrial contact sites to convey apoptosis after ROS-based ER stress. Cell Death Differ. 2012,
19, 1880–1891. [CrossRef] [PubMed]

34. Jian, C.; Xu, F.; Hou, T.; Sun, T.; Jinghang, L.; Cheng, H.; Wang, X. Deficiency of PHB complex impairs respiratory supercomplex
formation and activates mitochondrial flashes. J. Cell Sci. 2017, 130, 2620–2630. [CrossRef]

35. Schleicher, M.; Shepherd, B.R.; Suarez, Y.; Fernandez-Hernando, C.; Yu, J.; Pan, Y.; Acevedo, L.M.; Shadel, G.S.; Sessa, W.C.
Prohibitin-1 maintains the angiogenic capacity of endothelial cells by regulating mitochondrial function and senescence. J. Cell Biol.
2008, 180, 101–112. [CrossRef]

36. Kasashima, K.; Ohta, E.; Kagawa, Y.; Endo, H. Mitochondrial Functions and Estrogen Receptor-dependent Nuclear Translocation
of Pleiotropic Human Prohibitin 2. J. Biol. Chem. 2006, 281, 36401–36410. [CrossRef] [PubMed]

37. Marchi, S.; Patergnani, S.; Missiroli, S.; Morciano, G.; Rimessi, A.; Wieckowski, M.R.; Giorgi, C.; Pinton, P. Mitochondrial and
endoplasmic reticulum calcium homeostasis and cell death. Cell Calcium 2018, 69, 62–72. [CrossRef]

38. Kerkhofs, M.; Giorgi, C.; Marchi, S.; Seitaj, B.; Parys, J.B.; Pinton, P.; Bultynck, G.; Bittremieux, M. Alterations in Ca2+ Signalling
via ER-Mitochondria Contact Site Remodelling in Cancer. In Advances in Experimental Medicine and Biology; Springer Science and
Business Media LLC: Berlin/Heidelberg, Germany, 2017; Volume 997, pp. 225–254.

39. Iurlaro, R.; Muñoz-Pinedo, C. Cell death induced by endoplasmic reticulum stress. FEBS J. 2016, 283, 2640–2652. [CrossRef]

http://doi.org/10.1007/s10495-020-01651-z
http://doi.org/10.1083/jcb.201702058
http://doi.org/10.1038/srep32886
http://www.ncbi.nlm.nih.gov/pubmed/27633668
http://doi.org/10.1126/science.aat5314
http://doi.org/10.15252/embr.201642195
http://doi.org/10.1002/pmic.200900757
http://doi.org/10.3390/ijms19051370
http://doi.org/10.1038/cddis.2016.394
http://www.ncbi.nlm.nih.gov/pubmed/28102850
http://doi.org/10.18632/oncotarget.17810
http://doi.org/10.1111/febs.15480
http://doi.org/10.1016/j.molcel.2018.11.026
http://doi.org/10.1126/science.aaa6986
http://www.ncbi.nlm.nih.gov/pubmed/25858979
http://doi.org/10.7554/eLife.05033
http://doi.org/10.1074/jbc.REV118.002804
http://www.ncbi.nlm.nih.gov/pubmed/30563838
http://doi.org/10.1016/j.semcdb.2018.09.013
http://doi.org/10.1016/j.celrep.2019.07.050
http://doi.org/10.1038/cdd.2012.74
http://www.ncbi.nlm.nih.gov/pubmed/22705852
http://doi.org/10.1242/jcs.198523
http://doi.org/10.1083/jcb.200706072
http://doi.org/10.1074/jbc.M605260200
http://www.ncbi.nlm.nih.gov/pubmed/17008324
http://doi.org/10.1016/j.ceca.2017.05.003
http://doi.org/10.1111/febs.13598


Int. J. Mol. Sci. 2021, 22, 6117 19 of 20

40. Cano-González, A.; Mauro-Lizcano, M.; Iglesias-Serret, D.; Gil, J.; López-Rivas, A. Involvement of both caspase-8 and Noxa-
activated pathways in endoplasmic reticulum stress-induced apoptosis in triple-negative breast tumor cells. Cell Death Dis. 2018,
9, 134. [CrossRef]

41. Tan, S.; Wei, X.; Song, M.; Tao, J.; Yang, Y.; Khatoon, S.; Liu, H.; Jiang, J.; Wu, B. PUMA mediates ER stress-induced apoptosis in
portal hypertensive gastropathy. Cell Death Dis. 2014, 5, e1128. [CrossRef]

42. A Wali, J.; Rondas, D.; McKenzie, M.D.; Zhao, Y.; Elkerbout, L.; Fynch, S.; Gurzov, E.N.; Akira, S.; Mathieu, C.; Kay, T.W.H.; et al.
The proapoptotic BH3-only proteins Bim and Puma are downstream of endoplasmic reticulum and mitochondrial oxidative
stress in pancreatic islets in response to glucotoxicity. Cell Death Dis. 2014, 5, e1124. [CrossRef]

43. Sharma, K.; Vu, T.; Cook, W.; Naseri, M.; Zhan, K.; Nakajima, W.; Harada, H. p53-independent Noxa induction by cisplatin is
regulated by ATF3/ATF4 in head and neck squamous cell carcinoma cells. Mol. Oncol. 2018, 12, 788–798. [CrossRef]

44. Puthalakath, H.; O’Reilly, L.A.; Gunn, P.; Lee, L.; Kelly, P.N.; Huntington, N.; Hughes, P.D.; Michalak, E.; McKimm-Breschkin, J.;
Motoyama, N.; et al. ER Stress Triggers Apoptosis by Activating BH3-Only Protein Bim. Cell 2007, 129, 1337–1349. [CrossRef]

45. Ghosh, A.P.; Klocke, B.J.; Ballestas, M.E.; Roth, K.A. CHOP Potentially Co-Operates with FOXO3a in Neuronal Cells to Regulate
PUMA and BIM Expression in Response to ER Stress. PLoS ONE 2012, 7, e39586. [CrossRef]

46. Lei, K.; Davis, R.J. JNK phosphorylation of Bim-related members of the Bcl2 family induces Bax-dependent apoptosis. Proc. Natl.
Acad. Sci. USA 2003, 100, 2432–2437. [CrossRef] [PubMed]

47. Hübner, A.; Barrett, T.; Flavell, R.A.; Davis, R.J. Multisite Phosphorylation Regulates Bim Stability and Apoptotic Activity.
Mol. Cell 2008, 30, 415–425. [CrossRef]

48. Pagliarini, V.; Giglio, P.; Bernardoni, P.; De Zio, D.; Fimia, G.M.; Piacentini, M.; Corazzari, M. Down-regulation of E2F1 during ER
stress is required to induce apoptosis. J. Cell Sci. 2015, 128, 1166–1179. [CrossRef]

49. Shan, J.; Fu, L.; Balasubramanian, M.N.; Anthony, T.; Kilberg, M.S. ATF4-dependent Regulation of the JMJD3 Gene during Amino
Acid Deprivation Can Be Rescued in Atf4-deficient Cells by Inhibition of Deacetylation*. J. Biol. Chem. 2012, 287, 36393–36403.
[CrossRef] [PubMed]

50. Fawcett, T.W.; Martindale, J.L.; Guyton, K.Z.; Hai, T.; Holbrook, N.J. Complexes containing activating transcription factor
(ATF)/cAMP-responsive-element-binding protein (CREB) interact with the CCAAT/enhancer-binding protein (C/EBP)-ATF
composite site to regulate Gadd153 expression during the stress response. Biochem. J. 1999, 339 Pt 1, 135–141. [CrossRef]

51. Young, S.K.; Wek, R.C. Upstream open reading frames differentially regulate genespecific translation in the integrated stress
response. J. Biol. Chem. 2016, 291, 16927–16935. [CrossRef] [PubMed]

52. Yoshida, H.; Okada, T.; Haze, K.; Yanagi, H.; Yura, T.; Negishi, M.; Mori, K. ATF6 Activated by Proteolysis Binds in the Presence
of NF-Y (CBF) Directly to the cis-Acting Element Responsible for the Mammalian Unfolded Protein Response. Mol. Cell. Biol.
2000, 20, 6755–6767. [CrossRef]

53. Edagawa, M.; Kawauchi, J.; Hirata, M.; Goshima, H.; Inoue, M.; Okamoto, T.; Murakami, A.; Maehara, Y.; Kitajima, S. Role of
Activating Transcription Factor 3 (ATF3) in Endoplasmic Reticulum (ER) Stress-induced Sensitization of p53-deficient Human
Colon Cancer Cells to Tumor Necrosis Factor (TNF)-related Apoptosis-inducing Ligand (TRAIL)-mediated Apoptosis through
Up-regulation of Death Receptor 5 (DR5) by Zerumbone and Celecoxib. J. Biol. Chem. 2014, 289, 21544–21561. [CrossRef]
[PubMed]

54. Guo, X.; Aviles, G.; Liu, Y.; Tian, R.; Unger, B.A.; Lin, Y.H.T.; Wiita, A.P.; Xu, K.; Correia, M.A.; Kampmann, M. Mitochondrial
stress is relayed to the cytosol by an OMA1–DELE1–HRI pathway. Nature 2020, 579, 427–432. [CrossRef]

55. Fessler, E.; Eckl, E.-M.; Schmitt, S.; Mancilla, I.A.; Meyer-Bender, M.F.; Hanf, M.; Philippou-Massier, J.; Krebs, S.; Zischka, H.;
Jae, L.T. A pathway coordinated by DELE1 relays mitochondrial stress to the cytosol. Nat. Cell Biol. 2020, 579, 433–437. [CrossRef]

56. Baker, M.J.; A Lampe, P.; Stojanovski, D.; Korwitz, A.; Anand, R.; Tatsuta, T.; Langer, T. Stress-induced OMA1 activation and
autocatalytic turnover regulate OPA1-dependent mitochondrial dynamics. EMBO J. 2014, 33, 578–593. [CrossRef]

57. Anderson, C.J.; Kahl, A.; Fruitman, H.; Qian, L.; Zhou, P.; Manfredi, G.; Iadecola, C. Prohibitin levels regulate OMA1 activity and
turnover in neurons. Cell Death Differ. 2019, 27, 1896–1906. [CrossRef]

58. Sassano, M.L.; van Vliet, A.; Agostinis, P. Mitochondria-Associated Membranes As Networking Platforms and Regulators of
Cancer Cell Fate. Front. Oncol. 2017, 7, 174. [CrossRef]

59. Llorente-Folch, I.; Rueda, C.; Pardo, B.; Szabadkai, G.; Duchen, M.R.; Satrustegui, J. The regulation of neuronal mitochondrial
metabolism by calcium. J. Physiol. 2015, 593, 3447–3462. [CrossRef]

60. Lucas, C.R.; Cordero-Nieves, H.M.; Erbe, R.S.; McAlees, J.W.; Bhatia, S.; Hodes, R.J.; Campbell, K.S.; Sanders, V.M. Prohibitins
and the Cytoplasmic Domain of CD86 Cooperate To Mediate CD86 Signaling in B Lymphocytes. J. Immunol. 2013, 190, 723–736.
[CrossRef]

61. Ande, S.R.; Mishra, S. Prohibitin interacts with phosphatidylinositol 3,4,5-triphosphate (PIP3) and modulates insulin signaling.
Biochem. Biophys. Res. Commun. 2009, 390, 1023–1028. [CrossRef] [PubMed]

62. Fonteriz, R.; de la Fuente, S.; Moreno, A.; Lobaton, C.D.; Montero, M.; Alvarez, J. Monitoring mitochondrial [Ca2+] dynamics
with rhod-2, ratiometric pericam and aequorin. Cell Calcium 2010, 48, 61–69. [CrossRef]

63. Naraghi, M.; Neher, E. Linearized Buffered Ca2+ Diffusion in Microdomains and Its Implications for Calculation of [Ca2+] at the
Mouth of a Calcium Channel. J. Neurosci. 1997, 17, 6961–6973. [CrossRef]

http://doi.org/10.1038/s41419-017-0164-7
http://doi.org/10.1038/cddis.2014.95
http://doi.org/10.1038/cddis.2014.88
http://doi.org/10.1002/1878-0261.12172
http://doi.org/10.1016/j.cell.2007.04.027
http://doi.org/10.1371/journal.pone.0039586
http://doi.org/10.1073/pnas.0438011100
http://www.ncbi.nlm.nih.gov/pubmed/12591950
http://doi.org/10.1016/j.molcel.2008.03.025
http://doi.org/10.1242/jcs.164103
http://doi.org/10.1074/jbc.M112.399600
http://www.ncbi.nlm.nih.gov/pubmed/22955275
http://doi.org/10.1042/bj3390135
http://doi.org/10.1074/jbc.R116.733899
http://www.ncbi.nlm.nih.gov/pubmed/27358398
http://doi.org/10.1128/MCB.20.18.6755-6767.2000
http://doi.org/10.1074/jbc.m114.558890
http://www.ncbi.nlm.nih.gov/pubmed/24939851
http://doi.org/10.1038/s41586-020-2078-2
http://doi.org/10.1038/s41586-020-2076-4
http://doi.org/10.1002/embj.201386474
http://doi.org/10.1038/s41418-019-0469-4
http://doi.org/10.3389/fonc.2017.00174
http://doi.org/10.1113/JP270254
http://doi.org/10.4049/jimmunol.1201646
http://doi.org/10.1016/j.bbrc.2009.10.101
http://www.ncbi.nlm.nih.gov/pubmed/19854158
http://doi.org/10.1016/j.ceca.2010.07.001
http://doi.org/10.1523/JNEUROSCI.17-18-06961.1997


Int. J. Mol. Sci. 2021, 22, 6117 20 of 20

64. Jin, X.; Xie, J.; Zabolocki, M.; Wang, X.; Jiang, T.; Wang, D.; Désaubry, L.; Bardy, C.; Proud, C.G. The prohibitin-binding compound
fluorizoline affects multiple components of the translational machinery and inhibits protein synthesis. J. Biol. Chem. 2020,
295, 9855–9867. [CrossRef]

65. Senft, A.P.; Dalton, T.P.; Shertzer, H.G. Determining Glutathione and Glutathione Disulfide Using the Fluorescence Probe
o-Phthalaldehyde. Anal. Biochem. 2000, 280, 80–86. [CrossRef]

http://doi.org/10.1074/jbc.RA120.012979
http://doi.org/10.1006/abio.2000.4498

	Introduction 
	Results 
	The ISR Is Induced after Fluorizoline Treatment or PHB Downregulation 
	Fluorizoline Induces ER Stress in HEK293T and U2OS Cells 
	Fluorizoline Does Not Trigger Apoptosis through Altered Mitochondrial Respiration or ROS Production 
	Fluorizoline Alters Calcium Homeostasis to Trigger Apoptosis in U2OS Cells 

	Discussion 
	Materials and Methods 
	Reagents 
	Cell Lines Culture 
	Transient Transfection 
	Western Blot 
	PCR 
	Flow Cytometry 
	Live-Cell Imaging 
	Calcium Measurement with Aequorin 
	Glutathione Measurement 
	Measurement of Oxygen Consumption 
	Statistical Analysis 

	References

