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Annex

Annexl. Seqiiéncia de nucleotids de 1'insert subFGR2. En vermell s‘indiquen les dianes de restriccio i en verd
s'indiquen els cebadors.

BamHI/ SamI 10 3o 50
ST T TCGTCGGLTCCEETTTCGAGCGCAAAGGGCTGECCECCEUCATCCGLGCUGTGEE
+ SAAGCAGCCGAGGCCAAAGCTCGCGT TTCCCGACCGGLGGCGETAGGIGCEECACCG

70 90 110
GGCGACCGACAGCCACCTCTTGETGGTCGGTARAGATARAGCCGARRAGCGTTACCGEGET
CCGCTGGCTGTCEGETGGAGARCCACCAGCCATTTCTATTTCGGCT TTTCGCAATGGCCCG

130 150 170
GCTGGECGCAGTCE C*GGGCTGC\:GCGATCGCF\TTCAC"' T TRTGGGCG GCRGRAGCAGAC
CGACCGCGTCAGCEACCCGACGUCGCTAGCGTRAY. 17 . TNV 1 3R I CTTCGTCTG

190 210 o 230
TCTGOCGTTOTATCAGECCOCEEATERGCTECTACTEOCGACCCTTTACGATCEGTTCRC
AGACGGCARGATAGTCCGECECT TACGCGACGACGACGACTGCGARATGEC 7. {1 A " 37

iy

250 270 290
GARTGTGATTCTGGAAGCGATETCCTGCGGOCTGCCGET TATCACCAGCACCACCTGLGE
AR TARGACCTTCGCTACAGGACGCCGEACGGCCAATAGTGETCGTGGTGGACGEC
310 330 350

CGGCGCCGAGTTTATCACCCCGGECCAGRACGGCTTCGTGACCGACGCGCTCGACGTGCC
GCCECGGCTCARATAGT GEGECCCGGTCTTGCCGAAGCACTGGCTGCGCGAGCTGCACEE

370 390 BamHI 410
GGCTATCACGGRAGCCAT TCGEGCGCTGCCECGLCAGGOGLT ™ | T TCCATGGGCGA
CCGATAGTGCCTTCGETAAGCCCGCEACGGCGCEETCCGCGATY 7. 1 ZAGETACCTGCT

430 450 470

AGCGGCARAGATTGCGCAT TATGACGGLTACGLCGGCGCATCTCTCTGARCAGCTCATTTC
TCGCCGTTCTAACGCGTARTACTGCCGATGLGECCEGCGTAGAGAGACT TGTCGAGTAAAG
430 1 510 530
CCTCTATAACCGGTT: 7 AGCTART I TATTCTGATGATCATCGATGECCTECCG
M R I LM I I DG L P
—waaBl
GGAGATATTGGCCAATGACCTAATCGATACGCATAAGACTACTAGTAGCTACCGEACGGT

550 570 590
GGAGGCGGCGCGGAARPAGTGGTGCTGACCCTGTGTCARGGCATGCAGCAACAGEGGCAT
G ¢ GAE KV V L TLCGQGHMOQQQg G H

CCTCCGCOECGCCTTTTY A 7 W™ § 1 2A0 8 IAGTTCCGTACGTCGT TGTCCCCGTA
Frass”

610 B30 650
GACGTCAGTCTGATCTCGCTGCGTGACGTCTGCAAT TACCCTATCCCGTCAGGCATTGAT
B ¥v&s L I &8 R DM ENIYYEREI B SG I D

CTGCAGTCAGACTAGAGCGACGCACTGCAGACGT TAATGGGATAGGGCAGTCCGTAACTA

670 590 P T e 710
TATCAGGTGGTGGCCEGATCGCAGCCGTGUOCCET 557 720A 5 21 &7 SAGCTGETCGCGE
Y ¢ VVADRERAEPWR RIEKTLTETLSR

ATAGTCCACCACCGGCTAGCGTCGGUACGEEGEGACCECET TCGACTGGCTCGACAGCGLG

730 50 770
CGCUCCGCCGCGC""GGJ\TCGGGC(‘F\TAGCCuARCAC&RGPFCCRACRC&ﬁ(K GTTT AT
RAR!\LDR}\IREZ!iEROHf‘AFD
GCGCGECEGCGCERCCTAGCCOGOTATCGEET TETGCTCGCGET TETGCCGEGCARGCTA

Thiiwr> 790 810 330
LT IT T TARCCTGCACARARCCGATCGCATCGTCAGCCGUAGCAAGCGGCTGGCT

L vVF §NILHIKTDARTIWVSIRSEHKIRILA

GACCACAAGAGGTTGGACGTGTTTTGECTAGCGTAGCAGTCGECGTCGTTCGCCGACCEA

850 B7C 890

TCGGATCGCCTETGGT TCTGCATTCACGECATTCTCTCCACCTCCTACCTCGGCCACCGC
S DR L WPFOCTITUHOGTIIULSTS S Y L G HR

AGCCTAGCGGACACCAAGACGTARGTGCCGTAAGAGAGGTGEAGGATGGAGCCGETEGEG

210 930 950
ARAGGCCTGGATCGCTGGCTCAAGCARCGTAARATCGCCARCGT T TACCAGGGGAGARAAT
K ¢ L DRWULEK®QRE KTIWANUWVTYQGRN

Fa170
TTTCCGGACCTAGCGACCGAGT TCETTGCATTTTAGCGGTTGCARATGGT " C I T TTTTA

970 990 1010
ATCGTCGCCGT TTCACAGGCEGETUGGCGGLEATC TGCAGCAGAATT TGCCGATCCGLCCE
I VAV S QAVGGEDLROONILZPTIRPE

Th " A 1 IGCAAAGTGTCCGCCAGCCGCCGCTAGACGTCGTCT TARACGGC TAGHCEGEC

1030 1050 1070
CHETCGGCTAGCGETCATCAATAACCCGT TCEGACATCGACGCCATCOGGCAACAGGCEEEG
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R R LAV I NNZEFDTI DATLTZERUG®QAARA
GCAGZCGATCGCCAGTAGT TATTGGECAAGC TG TAGCTGCGGTAGGCCET TEGTCCGCCGC

1090 1110 1130
GCACCTTGCGAACTGGCCGGTCAGGACTATCTGGTGCACGTCGECCGCTTTCACGCCACT
A P CEVLAGOEDY L V HVY GRUFHAT
CGTGEARCGCTTGACCOGCCAGTCCTGATAGACCACGT GCAGCCGGLGRARGTGLGGTGE

1150 1170 1190 Muiva
ARGCGGCATGACCGCCTGCTGAAAGCCTATGTGCARTCCGETATTCAGGCGCC = MU s 2
K R HDRILULKAYV QS GGI QAZPILA

TTCGCCGTACTGGCGGACGACT TTCGGATACRCGT TAGGCCATRAGTCCGCGEGCGACCGA

1210 1230 1250
TT T 3TATCGEEGATGACGCCCECETCGCCGAGGTCAAGCGTCTGGCGGCAGACT TG
L I ¢6GTG&DDAIRVAEWUY¥Y KU RILA-ATDL

BACTAGCCGTGGCCCCTACTGCGGECEUAGLGGLTCCAGT TCGCAGACCGUCGTCTGAAC
1270 1290 1310

GGTATCGCAGAGCGCGTGCTGTTCCTCGGT TTCCAGGCCARTCCCTATCCGTTTATCCGE
G I A R VL F LG F Q ANUZPY P F IR

CCATAGCGTCTCECGCACGACAAGGRGCCARAGGTCCGGTTAGGGATAGGCARATAGGCG

1330 1350 1370
CATGCCTCGCTGTTGETGCTCAGCTCCGATAGCGAAGGGETTTGGCAATGTGCTGETAGAR
H A S LLV L S SDSEGUFGNWVL VE

GTACGGAGCGACAACCACGAGTCGAGGCTATCGCTTCCCAARCCGT TACARCGACCATCTT

1390 1410 1430
TCGCTGTTGTGCGGCACGCCGGTGGTCAGCACCCGC TGTCCGGGCGGCCCTGCGGARATT
S$ 1L L.g'6 T P V¥V VST HRCPGT©SGPATEI
AGCGRCAACACGCCGTGCGGCCA A T 1T 37 ¥ 1 3¢ " AGGCCCGCCGEGACGCCTTTRAA

Fiid

1450 1470 1430
CTGGAAARAGCCGGCATGGCTAACGCGTTGECGGARTTARACGCAGCGTCGCTGGCAGAA
LEKAGMANARMIL®SARETLNAA AISTILAE

GACCTTTTTCGGCCGTACCGAT TGCGCAACCGCCTTAATTTGCGTCGCAGCGACCGETCTT
1510 1530 1550

AAARATGGCGGAAATTTACGCCAATCCGCCGCAGATARATCAACAGCAATTGCTGAGCTAT
KM AETIYANUPPQEIWNOGOQOGQCULULSY

TTTTACCCGCCT TTARATCCGETTAGECE V3™ TATTS

LT ET S TTARCGACTCGATA

1570 1580 1610
GGGCTGGAGCCTATTTGCCGTCAATATAT TGAGCTGARRGRARAATAATARATTARATANA
G L EPI CRQ@Y I ELKE K *

CCCGACCTCGGATARRCGGCAGT TATATAACTCGACTTTCTTTTTATTAT TTAATTATTT

1630 1650 1670
TAAGGCAGGTGATGCCTGCCTTATTTTCT TCGCTAGC T TAGCGCCTECAT TTTCTGCCAR
ATTCCGTCCACTACGEACGEARTARARGAAGCGATCGAN T CECEGACGTARAAGACGSTT

* 8§ L AQMES® QHW

1690 1710 1730
ACCTCATCGACAGRAACATCT TCACAGTGCCCCEACTCACTCTGCARRATATGATGACEE
TGEAGTAGCTGTCT T TG TAGARGTGTCACGEGGCTGAGTGAGACGTTTTATACTACTGEC
VEDYV SV DET ECETGSETZSOQgTLTIHEHR

1750 1770 17490

F4 L

COGRT ICMTIFIAT = 7ACGTTTTATCGGTATCGCCAARAGRACACCACCATATCCTTA

GGCCAGGTACCTACGGTCCTGCARAATAGCCATAGCGGTTTCTTGTCGTGGTATAGGAAT
G T WP HWS T KDY D GPF F V VMDEK

1810 1830 1850

TTCAGCGCGGLGGCARGATGCATCTGCCCGCCGTCGLTGCACAGCACCCEGGTCGCATAAA

ARGTCGCGCCGCCGT TCTACGTAGACGGGCGGCAGCGACGT T AT 3 VIR Y ETATTT
a1

N L AAALHMOQGGDS S CL VRDTCL

1B70 18580 1810
TCGARCCCGCCCAACAGCTCCCEGLRCCEAGGLCGTCGGATARAGCGCGACGCGTTCETTT
AGCTTGGECEEGTTETORAGCECGTGGCTCCGGCAGCCTATT TCGUECTGCGCARNGTARA
D FGGLLEUSRWYSATUPY L AUVUEREHN
1930 1950 1970
TGGCACAGCGCCAACAGCTGTTCTGCGCGCTECTGATCGCCGATGTCGTCCGECGLCAGT
ACCGTETCGOGET TG TCGACAAGACGCGCGACGAC TAGCEECTACAGCAGGCCGCHETCG
g ¢ L AL LQEAROIGQOQDGTIUDDEPA AL
1990 2010 2030
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GTGCCCTGCGGCGACCAGAAGATCAGCACGCCGGTGCGEGEATCGGUGGTCAGGLGETTG
CACGGGACGCCGCTGGTCTTCTAGTCGTGCGGCCACGCCCCTAGCCGCCAGTCCGCCAAC
T ¢ Q F 8§ WFILVGEGTR©PDATULURN

2050 2070 2030

ATGAT TTCGGCATAGCGT TCAACCGGLCAGCGCCTT T TCGEGLT GOGECTGCTGATATGC
TACTAAAGCCGTATCGCAAGTTGGCCGGTCGCGGARAAGCCCGACGCCGACGRCTATACG
I I EA Y REV PWAR®RI KPS RS S T1H

2110 2130 2150

RCGGCGCAMNACCCGTTCGACCGACGECAGGCETTCCTGCAGUCGCTGCGCCGCCAGCTEE
TGCCGCETTTEGGCAAGCTEGCTGCCGTOCGCAAGGACGTCGGCGACGCGECEETCRALG
VACVREWSP? LREQLRUGEAR-ATLDCOQ

2170 21390 2210
CGCTCTTCCGGECGTCAGEARTACCCGCACCGGCGGEATCHGRATGECTTGATCGGTTATC
GCGAGARGGCCGCAGTCCTTATGGGCETGGCCGCCCTAGCCTTACCGARCTAGCCARTAG
R EE P TLFVRY P PI PFPIAGGDPTI

2230 2250 2270
GCCGATRAATAGCTGTAGGTGTGTTCGRCCTGATGTAGACCGCGGARATCGTCCTTECGE
CGGCTATTTATCGACATCCACACARGCTGGACTACATCTGGCGCCTTTAGCAGGARCGCC
A S LY S Y THEVQUHLUGRFUDTUDIE KR

2290 2310 2330
RACGGGCGCTGARTATCT TTCGTGCCCARATCGGTGCCGATGATAT GGETGGEGCCGEECT
TTGCCCGCGACT TATAGARAGCACGGE T TTAGCCGCGGCTACTATACCCACCGCGEGTCESE

F P R QI DXKT G LDAGITIHT®R®RIGHA
2350 [ S 2370 2390
ATTTTCGCTARAT TTITAT T TATAAGGCACCGGGT TGGCTAGAATGACCGCATCG

TARAAGCGATTTGCGTCCGACATAAACGTTCCGTGGCCCARCCGGTCT TACTGGCGTAGC
M KA LRLSY KCPV PFNALTILIWVATLD

2410 2430 2450
AACTTTATTTTGCGCAGC T TCAGGAAGATCATCAGACGTTCGARATAARCGCCCAACGTS
TTGARATARRACGCGTCGRAGTCCT TCTAGTAGTCTGCAAGCTTTAT TTGCGEGTTECAG
F K I K R L KL F I MULIREFYWVGIL T

2470 2490 2510
GTTTCATTTTTCGCCTTETGCTTGECCTT TTTATAGACARRGACTTTCTCAAGATGAGGE
CARARGTAARAAGCGGAACACGARCTCGGARAARTATCTGTT TCTGAARGAGT TCTACTCCC
T EN ¥ A K HUKA AZ K KUY VF V¥ KETULHP

2530 2550 2570
TTGTTTTTAACGACGTCCTGECTGACTTTATTGATCAGCRAATARACTTTTGCGTCTGGA

TTGCTGCAGGACCGAC TGRAATARCTAGTCGTTTAT TTGARAACGCAGRCCT
N N K V VDQSV X NTILILYV KA AU DTP

2590 2610 2630

TAGGCARTTTTCACCCCTTCAATCAGAGGCGTGGTGCARACARGATCGCCGATGTTGTCG

ATCOGTTAARAGTGGGEAAGT TAGTCTCCGCACCACETTTETTCTAGCGGE TACARCAGT
¥ A I KV G E I LPTTOCWVILDGTIWNT D

2650 2670 2890

CGGCGAARTAATTAAAATATTCTTCATTCCGAGCCTATCGGCGAAATCGCTCGCTGGTTGT
GCCGCTTATTAATT TTATARGAAGTAAGGCTCGGATAGCCGCTTTAGCGAGCGGLCAACA
R R T I L I N KM

waal «

2710 2730 2750
CTGARRCTGACACCCARGGT TACCARAT TAGCGCCTTICCCTTCCAGTTATGETACTATT
GACTTTGACTGTGGCTTCCAATGET T TAATCGCGGARAGGGAAGGTCAATACCATGATAA

2770 2790 2810
CCGAATARCCCATATAARTGARATTGATAGAATGT TECTGCGTTTATATCAGG TACTACT
—waald M L L R L Y Q ¥V L L

GGCTTATTGGGTATATTTACT TTAACTATCT TACARCGACGCAMTATAGTCCATGATGA

2830 2850 2870
CTRCCTCATCCARCCCCTGATCTOGTGCCGC T TCATGCTGCGCAGGLGCARAGCTCCAGT
Y L I @ P LI S CRVFMILIRIZRURIEKAWPA

GATGGAGTAGGT TGGGGRCTAGAGCACGGCGAAGTACGACGCGTCCGOGTTTCGAGETCG

2890 2910 2930
CTACCGTARACGCTGEECGGANCCETATGGCTTCTGCECCGEGAARMGTCGTGCCGGECGE
Y R K RWAEUZPYGFCAGI KWVWVVPGG
GATGGCATTTGCGACTCGCCTTGECATACCGRAGACGECGGCCCTT TCAGCACGGCTCGCC

2950 2970 2990
CATTATGCTGCATTOCGTCTCCGTCGGOGARACCT TGGCGECCATECCGCTGGTGCGLGE
I M L HS VsV GGETTILAATILIZEBTLUVRA
GTAATACGACGTARGGCAGAGGUAGCCGCTTTGCARACCGCOGGTAGGGCGACCACGLELG
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3010 3030 3050
GCTGCGCCATCGTTACCCCGCTTTGCCGATARCTGTGACCACAATGACCCCGACAGETTC
L R HRY PALPTITWVYTTMTU®PTOG S

CGRACGCGGTRATARL § 353 M AAL S TATTGACACTGGTGT TACTGGGGCTGTCCARG
S1-1

3070 3080 3116
AGARCGCGETCCAGTCCGCTTTCGGCRRAGACGTGCATCATGTCTATCTGCCCTACEATCT
E R V QS AF G KDWVHHEVY Y L B Y DL

TCTTGCGCAGETCAGGCGAARRGCCGTTTCTGCACGTAGTACAGATAGACGEGATGCTAGA

3130 3150 3170
GCCCEETTCCATGARCCGCTTCCTCGACCAGGTGAATCCCAAGC TGGTEATCATCATGEA
P ¢ S M NRFULDOQVYNDPKILUVYTITIMME

CGEGCCARGGTACT TGGCGARGEAGCTGGTCCACT TAGGGT TCGACCACTAGTAGTACTT

3190 Jzio 3230
AACCGAGCTATGGCCTRACCTGATCARCGCACTGCATCAGCGGUARATCCCCCTGETGAT
T E L WPNILTINALIEHEKQQROQQTIU®PIL VI

TTEGCTCGATACCGGAT TGGACTAGT TGCHETGACGTAGTCGCCGT T TAGGGGGACCACTA

3250 3270 3250
CGCCRATGCGCGCCTGTCGGCGCEATCCGUCGUCGGCTATAAGARPAT TGEGCEGATTCAT
A N A RUL S AU RS AAGTY K KTI GG F M
GCGGTTACGCGCGGACAGCCECGCTAGGCEGCGGCCGATAT TCTTT TARCCGCCTARGTR

3310 3330 3350
GCGCGATATGCTGCHCCGCATTACGCTGATCGCCGCACAGARCCAGGAAGACGGLGATCG
R DMILRRTITILIWBAABAZQ QDNOQETDGT DR

CGCGCTATACGACGCGGCGTARTGCGACTAGCGGLGTGTCT TGETCCTTCTGCCGOTAGE
3370 3390 3410

TTTTATCGARCTGEGCCTGRAAACGCTCGCRGCTGGCCGT TACCGGECAGCCTGRRATTC 55
F I ELGULHKIRSEQULAVT G S L KTFD

AAAATAGCTTGACCCGGACTTTGCGAGCGTCGACCGGCAATGGCCGTCGGACTTTAAGTT

EcoRV 3430 3450 3470

I 8V TPEILAARA AVYVTLRIPR®GQQMWATP
AR IAGGRCAGTGGEGECCTTGACCGGECGGEGECECEGCAATGCGALGCGECGGT TACCCGCGG
3490 3510 3530

GCGCCGCCCGGTGTGGATCGCCACCAGCACCCATGAAGGCGARGAAACCATCCTGCTCGA
RR P VWIATSTHRETSGETETTIULLE

CGCGGECGEGCCACACCTAGCGGTGGTCGTGGEGTACT TCCGCTTCTTTGGTAGGACGAGCT

3550 3570 3590
AGCGCRACCECARGCTGCTGGAAARACACCCCGACCTGCTACTGATCCTGGTGCCGCETCA
A HR KU LILEI KU HZPDILILULIULV P RH
TCGCGTEGCETTCGACGACCTTT TTGTGGEECTGGACGATGACTAGGACCACGGLGCAGT

3610 3630 PR Jes0
CCCGGAACGCTTCCCGACCGCCARAG SARTTT sTESAGARG TUCGGCTTCAGCTACACCCT
P ERFPTAIKLEULUV QKAGTE EFS Y TL
GGECCTTGCGAAGGGCTGECEETTCCTCGACCATGTCT TCCGECCGARGTCGATGTGEGA

3670 3690 3710
GCGCAGCAGCGGCGRAATCCCETCCGECAGCACCCAGGETGETGATCGGCGATACCATGGG
R &8 s 6 EI P 58 G S5 TOQWVVIGDTMHG

CGCGTCGTCGCCGCT TTAGGGCAGECCGTCETGGETCCACCACTAGCCGCTATGGTACCC

3730 3750 3770
CCGARCTCATGECTGCTETACGECATCEOCEGATCTGGCCT TTHTCGGOEGCAGCCTGETGEA
ELMILULYGIADILA ATFWVGGESES L V E

GCCTTGAGTACGACGACATGCCGTAGCGEC TAGACCGGARALAGCCGCCGTCGGACCACCT
3750 3810 3e3g

ACGTGGCGGCCATAACCCGCTGGAAGCUGCCGLCCACGCCATCCCGETGCTGATGGECEC
R GG HNP L EAARAHATILPVLMOGT®P

TGCACCGCCGGTATTGGGCGACCT TCGGCEGCEECETBOGETAGGHCCACGRCTACCCGGG
3850 3870 36890

GCACACCTTCAACTTTAARAGACATCTGCGCCRAAACT TTCGLAGGCCGARGGCCTGATCAC
HTFNWF KDICAIKILUSOQAZESGTLTIT

258



Annex

CETGET | AATTT AR T M STAGRACGCGGETTTGAAAGCGTCCGGLTTCCGGACTAGTG

3910 o 3830 3950
CGTGACCGACGTEGATTCGCTGETAAAGGARGTGGARACCCTGT TGACCGACGARGACTA
v T DV DSLVKEWVYETTLLTUDETDTY

GCACTGGCTGCACCTRAGCGACCATTTCCTTCACCTTTGGGACAACTGGCTGCTTCTGAT
3970 3890 4010

CCGCCGTTACTACGGLCGCCATGCEGTGGARGTGTTGTATCAGARTCAGGGAGCGTTGCA
R R Y Y GRHAVEWV L ¥ QNQGOHALQ

GGCGGCAATGATGCCGGCGGTACGCCACCTTCACARCATAGTCTTAGTCCCTCGCAACGT

4030 4050 4070
GOGCCTGOTGCAGCTGCTGEAACCGCACC TGCLGCCCCGEAGTCACTGAAT GAGTAGLCS
B L L @ L L E P HL P P RS H*M S5 5 R

—>waakll
CGCGGACGRAIGTCGACGACCT TGGECG TGEGACGECGEEECCTCAGTGACTTACTCGTCGGE

4090 4110 4130
CARRAGCCTGTCGGTEGTGATGATCGCCARARACGARGCCGGGCTGC TGCCGGACTGCCT
K s L §s vvmMIARKNEAGTLTL®PDTCIL

GTTTTCGGACAGCCACCACTACTAGCGETTTTTECT TCGECCCGACGACGGCCTGACGGA

4150 4170 4180
GCECTCTETCGCCTEGGCOGATGARRTCATCGTGCTGEACTCCGCCAGTGAGGACGACRAG
R &8 VA WHADEI I VL D®EG S E DD S
CGCGAGRCAGCGGACCCGGECTACTTTAGTAGCACGACCTGAGGCCGTCGCTCCTGCTGTC

4210 4230 Fid 4250
CGTCGCCGTCGCCGAARGTCTGGE. §' e 3T hCACCGACTGGCAAGGATT
VAV AESULGAT KWVT FTUHTTDWQSG T
GCAGCGGECAGCGGCTTTCAGACCCECGETTTCAGAAGTGCGTEGTGGCTGACCGTTCCTRA

4270 4280 4310

CGGCAAGCAGCGCCAGCTGECGCAAAGC TACGCCAGCCATGACTACGTATTGATGATCGA
G XK QR Q L AQ@Q s Y A S HDTYT V LMTID

GCCGTTCGTCGCGGTCGACCGCGT TTCGATGCEGTCGGTACTGATGCATAACTACTAGCT

4330 4350 4370
CGCCGACGAACGCGTCACCCCOCGAACTGLGGCAATCCATCGAGCGGGTGT TGAALGCGCC
A DERVT?PETULWIRUOGSTEUZRUVYVILDNM AUP

GCGECTGCT TCCGCAGTGEEGGCT TGACGCCGTTAGGTAGC TCGCCCACAACTTGCGCGE

4330 4410 4430
GGACGACGGCGCCGTTTACAGCTGCGCELEGCGCARCCTGTTCCTTGGLCGCTTCATGLS
D DG AV Y £ CARUERNILTEFILSGRTFMRBR

CCTGLTGCCECGEUAAATGTCGACGLGUGCCGCE T GGACARGGARCCGGCGAAGTACEC

4450 4470 44390
CCACAGCGGCTGGTATCCCGACCGCGTUARCCGCC TG TACGCCAAT TCTCGCTATCGLTA
H § G WY P DR VNIRILJYANZSIRTYR Y
GGTGTCGCCGACCATRAGGGCTGGCGCAGT TGGCGGACATGCGGT TARGAGCGATAGCGAT

4510 4530 4550
TARCGACGATCTGGTGCACGAGCTGCTGARCATCGECGACGCCARAGTGATCCCCCTCAG
N D DLVY HEULULWNIGDAIEKWVYVYTIU FPFLS
ATTGCTGCTAGACCACGTGCTCGRCGACTTGTAGCCECTGCGGT TICACTAGGGEGAGTC

4570 4590 4610
CGGCGATATGCTGCACCTGACCTGCCGCGACT TCTTCGCC T TTCAGCGCARACAGCTGEG
G DML HLTOCRTIDPEFF®ATFORIEKOGTLR

GCCGCTATACGACGTGGACTGGACGECGCTGARGAAGCGGRAAGTCGUGT TTGTCGACGT
4630 4650 4670

CTATGCCGRAGAGTGGGCCACACAGLECCACCGEGCCEECAAGCETTGCGGUTATCTGTC
Y AEEWATOGQIRUHRASGI KR RTGCG?YL S8

GATACGGCTTCTCACCCGGTGTGTCGCGGTGGCCCGGCCGTTCGCAACGCCGATAGACAG

4690 4710 4730
CATCCTGACCCACACGC TCGECGCCT TCCTCAAAACCTEGLTGCTGCGGECCEGCTTCOT
I L. T HTLGAUF VY KTWILILRWATEGTEF L

GTAGGACTGGETETGCGAGCCGCGEAAGCAGTTTTGGACCGACGACGCCCGGCCEARGEA

4750 4770 4730
CGRCGGTAAACAGGGETTECTGT TAGCGETGGTCARCGCGCAATATACCT TCRATARATA
b0 G K Q 6L L L AV VN-AUI GYTT FNIEKY
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(=]

GCTGCCATTTGTCCCCAACGACRATCGCCACCAGTTGCGCGT TATATGGARGT TATTTAT

4810 4830 4850
TGCCGCATTATGEGCAT TEEECCECARC TACTCAGAGAAGTGAATCATGACCAGCAARGT
A A LWALGR RNY S E K * M T 8 K A

—+kdtB

ACGGCGTARTACCCGTAACCCGGCGTTGATGAGTCTCTTCACTTAGTACTGGTCGTTTCG
4870 4890 4910

CATCTATCCCGGGACGTTCGATCCCATGACCAACGGLCACCTGGATTTAGTGACGCGOGT

1 Y P GGT FDPMTMNGGHILUDILWVTRA

GTAGATAGGGCCCTGCAAGCTAGGGTACTGGT TGCCGGTGGACCTAAATCACTGLGLGEG
4930 4950 4970

GTCGCTGATGTTCGATCACGTGAT TCTGGCCATCGUCGCCAGCCCEAGCAARAAGCCGCT
S LMFDHVYIULAIAARASUPSIEKI KZPL

CAGCGACTACRAGCTAGTGCACTARGACCGETRGCGECGGTCGGECTCGT TTTTCGGCGA

4990 5010 503
GTTCRGCCTGGATGAGCETGTEGCGCTEGGCEACGCAGGTCACCTC 3 ATET
F 8§ LDEZERWVALATWGQWVT S H

CAAGTCGGACCTACTCGCACACCGCGACCGCTGCGTCCAGTGGAGCGTAGACCTGTTACA

5050 5070 5390
:3AGGTACTGGGCT TCAGCGAGCTGATGGCGCAT T TCGUCGCTCACTAGRAT GCCARTAT
E VL GF S ELMAZSHEFAAZHUGQOQNANI

CCTCCATGACCCGARGTCGCT CGACTACCGUGTARRGCGGCGAGTGETCTTACGGTTATA

5110 5130 5150
CTTGGTGCGTGECCTGUEGEGCGETGTCTGACT T TGAGTACGARC TGCAGCTGECGAACAT
L VR GL®RAVYV S DFEUTYEULGGLA ANM
GAACCACGCACCGGRC 37 I # ICACA A T SAAACTCATGCTTGACGTCGACCGCTTGTA

5170 5190 5210
GAACCGCCATTTGATGCCGACGCTGGARRGEGTGT TCCTGATGCCT TCCGARGAGTGGTC
N RELMUPTILE SV FLMUPZSEZETWS
CTTGECGETAAACTACGGCTGCGACCTTTUGCACARGGACTACGGAAGGC TTCTCACCAG

5230 5250 5270EecoRV
GITCATCTCCTCATCACTGGTGAAGGAGGTCGCCCGCCACGGLGEC 2+ TRT TGCGCCTTT
¥F 1 88 § L V X EVARUHBGSGDIHATZPF

CARGTAGAGGAGTAGTGACCACTTCCTCCAGCGEECEGTGCCGCCG T 2 TA :CGCGGARR

5290 5310 5330
CCTGCCCGATGTGGTCACTCAGGCGC TGATGECGARGCTCGCCGCCGOETGATGCTCAGE
L PDVYVYV TQARLMATEKILWARA

GGACGGGCTACACCAGTGAGTCCGLGACTACCGECTTUGAGCGGCGGCGCACTACGAGTLG

-
5350 5370 5390
GCTGGCAGCGTCGGCAARAGAAGGTGCTGUGCTGCCCGTGCTTGGCGGATTCAATCEECG
CGACCGTCGCAGCCGTTTTCTTCCACGACGUGRCGGGUACGARCCGCCTARGT TAGLCGC
R Q cRRCFVFTSRQGHUEKASTETITFP

5410 5430 5450
TEalll
TECCGCATGTGCEECACGETTCTCCCGCOCGTCC 3 TARAN T 3AS T INTCGCGARGT

RCGGCETACACGCCGTGCCARGAGGGCGGGCAGGCATTTGGACGTCGAGGACGCGCTTCA
T 6 C T R CPEGARGYV QL E®QRATF

ACCCCGGETTTGCCGTCCGACTGCARAARGTCGCGCARTGTEETGCCGCCCTRCTCGATGS
TEGGGCCAAACGGCAGGCTGACGTTTTTCAGCGCGT TACACCACGGCGGGACGAGCTACT
Y 6 P K GGD S8 QL FDRULTTGGGGE I

5530 5550 5570 BamHI
AGCGTTGTAACACCGCCTTGATGETCT TCGCCAACAGCGCCGCTTCGGCTTTGGTCAASS
TCGCAACATTGTGGCGGARCTACCAGAAGCGETTGTCGCGGCGAAGCCGAAACCAGTTIT
S R ¢ L VvV A K I T KATULTU LA AW ABAEMAIKTL

5590 BamHIS610 5630
ATTTCGCCGEACGATCGGECA S 3ATC CCEGLGCTGARCAGCGATTCAL TGGLGTARATGT
TAZ3GCGGCCTGETAGCCCET T2 AS3GCCGCGACT TGTCGUTAAGTGACCGCAT TTACA
S GA PRDPLICGASU FLSEZSESATYT I

5650 5670 5690
TACCGACTCCGACCACCAGCTTATTATCCATCAGCCACGGTTTGATCAGCGTGCGCTTAT
ATGGCTGGEECTGETGETCGARTARTAGGTAGTCGGTGCCARAC TAGTCGCACGCGAATA
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N GV G6 VV LKNIDMLMWPFIKTITILTRK
5710 5730 5750

TACGTGATTTT TCATACAGGTAGTCRCCGT TGRRCGCCTCACTCAGCGGT TCCGGCCCCR
ATGCACTARARAGTATGTCCATCAGTGGCARCT TGCGGAGTGAGTCGCCARGGCCGGEET
N R S KEY LY DOGMNU FW ARESTLPE?PG

5770 5720 5810

GATGCGCCAACARCGCTGCTGETCGCCAGGTCTTCSCACCACAGCCAGGTGCCGARGEGET
CTACGCGETTETGCGACGACCAGCEGTCCAGAAGCGTGETETCGETCOGCGGCTTCGCCG
L HA L V S S5 TAILUDETCMWILW-AGF R

5830 T3 7 5850 5870
GCGGATCGGTATAGC sy 3™ 10 T30 17T U TTGATCACCAGATCSACGTGGTCGTGTT
CGCCTAGCCATATCGUGTCCTAGTATGGCARCAACTAGTGGTCTAGCTGCACCAGCACAR
R PDTY R LI MG MNMNIVLDUVHTDH

5890 5910 5930
TGCCGGCTTCGTCTTCGTTT TCCTCACGCAGCAT GCGCAGECTGCCCGACATGCCCAGAT
RACGGCCGARGCAGAAGCARAAGGAGTGCGTCGTACGCGTCCGACGGECTGTACGGGTCTA
K G A EDENEERTILMUPBRLSGSMGL

5950 5970 5990
GCACGATAATCCRACCGCGCTCCAGCTCAATCAGCAGGTAT TTGGCCCGACGCTGCACEC
CETECTATTAGGT TGEOGCGAGGTCGAGT TAGTCGTCCATAARCCGGGCTGOGRLGTGEG
H v I I We&REDLETILILYE KARTR- QY

6010 O30 6050
TGAGCACCGGCTGATCGCTCAGCGTCAGGATC TGCTCGGAAACCGGLCAGCGCAGGLGLG
ACTCGTGGCCGACTAGCGAGTCGCAGTCCTAGRACGAGCCT TTGGCCEGTCECGETCCGCEC
s LVvPg©DZSTULTULIQESZ SVY P WZRILR

6070 6080 6110
CGTTGHCGCACCACCGCATACTGAATGCTGTGECCGACRAGATAAGGCTCTATACTGCGTC
GCARCGCGTGGTGGCGTATGACTTACGRCACCGGCTGTTCTATTCCGAGATATGGECGCAG
A NRV VY AY QI S HGGV L Y P ETIGHR

6130 6150 6170
TGCTCGTCTCAACTTCCGETARTTCAGGCATC TGECTTCCCCTCOGATGTTTTC TACCCT
ACGAGCACGRGT TGAAGGCCAT TAAGTCCGTAGACCGAAGGGEGAGGCTACARARGAT GGGA
R S T EVE©PLE EM

fpg «
6130 6210 6230

TTATAARACARARARCCCGGCCAAGGCCGGGTTTTTCATTAATCCACTARRATTATTTAR
ARTATTTTGTTTTTTGEGCCGGTTCCGGCCCAAARAGTAATTAGGTGATTTTARTARATT
* K

6250 6270 6230 €290

TTTTAGCTTCTTTGTATACTACGTGCTGACGGACAACTGGATCGAATTTCTTCAGT TCCA
ARARATCGAAGARARCATATGATGCACGACTGCCTGTTGACCTAGCTTARAGRAGT CARGGT
I KA EKY VVHQRV VY PDFIEKE KTILE

6310 6330 6350
T s

ATTTTTCCS 31T ACTOTTRT T TTCETGGETEGTATAGRAGTGACCAGTACCAGCAG

TAARAAGGCCGAATCATGCGARCARGARGCACCACCATATCTTCACTGGTCATGGTCGTC

L X E'P KT RKXKNEXKTTTY¥YF HGT G A

6370 6390 6410
RRAGAAMCCAGCTTGATCT TCTCGCGARCACCTTTAGCCATGATTCAGTTCCTTAATACTT
TTCTTTGGTCGARCTAGAAGAGCGCTTGTGGAAATCGGTACTAAGTCARGGART TATGAR
5 § VL KI KEZRUVGZ KA AM LI S 2

pmb
6430 6450 6470

CTCACCACGGGCACHECAGATCGGCCAGAACCGTCTCARTACCCTTCTTATCGATAACTTT

GAGTGGETGCCCGTGCETCTAGCCGGTCT TGGCAGAGT TATGGGARGARATAGCTATTGARA
E G R ARLDALWVTETIUGIU E®KKDTI VK

6490 6510 6530
CATACCTTTAGCAGATACACGCAGAGT TACAAAGCSCTTCTCAGCCTCAACCCARAAACG

GTATGGRARTCSTCTATGTGCGTCTCAATGT TTCGCGAAGRAGTCGEAGT TGEGTTTT TGS
M G KA S VRIL TV FRIEKTEWH BREWV WF R

6550 6570 6580

GTGTGAGTGCAGGT TAGGCAGARARCGGCGT TTGETCGCGTTCATTGCGTGGGAACGGTT
CACACTCACGTCCRATCCGTCTTTTGCCGCARACCAGCGCAAGTARCGCACCCTTGCCAA
H S HLNWPULUFRRIEKTANMPAEUHKSRN

6610 6630 6650
GTTACCGCTCACCGGGCGCTTGCCAGTAACT TGGCAGACTCGGGACATGTCTATTCTCCA
CAATGGCGAGTGGCCCGCGARCGGTCATTGARCCGTCTGAGCCCTGTACAGATARGAGET

N 6 8 VP RKGTWVQ C VR § MzrpaB «
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6670 6680 6710
TET4
AARATCARATCAGCTCGAGCT TCGTATAGGGTATGGOCGCCTCETCAGECTTTTA 19577

TTTTAGTTTAGTCGRGCTCGAAGCATATCCCATACCGGCEGAGCAGT CCGARARTCTCEE
6730 6750 8770
STURTCAARCTTCATACTGAGGAGACTCTCGTCATCAGG TAGARACCACACATCAGG
GTRAGAGTCGT TTGAAGTATGRCTCCTCTGAGAGCAGTAGTCCATCTTTGETGTGTAGTCC
6790 6810 6B30
TCACAARCCTGCTGAGATAGGCTCTTGCGCCARACCCARGAT TCTCARAGGTGGCGTAGT
AGTGTTTGGACGACTCTATCCGAGRACGCGGT TTGGGTTCTARGAGT TTCCACCGCATCA
e850 BETO 6890
ATACGCTCTGPAGCGTARGTGCTCARTTCCCGATCAGLTARAGATCCCACAAAGATCGCG
TATGCGAGACTTCGCATTCACGAGT TARGGGCTAGTCGATTTCTAGGGTGTTTCTAGCGEC
6910 63230 6950
AAARARATCGCTTRAARGCCATCCGCGCTCGGCARAAGAGACGCAT TCACCCCGACCGATCA
TTTTTTAGCGAAT TTCGGTAGGCGCEAGCCCGTT TTCTCTGCGTAAGTGHEGGCTGGCTAGT
+* L. W 6 REAT SV CEGHR RIG I
6970 6990 1010
CCAAATGATCGAGCACTCGGATCTCCAATAACTGGCAGGC TTTCACCACCTGTTCAGTTA
GGTTTACTAGCTCGTGAGCCTAGAGGTTATTGACCGTCCGAAAGTGGTGGACAAGTCAAT
VL HDLWVERIEULLOQOICAEKWVWVWVYGQET

7030 7050 7070

Trastll

TCARRACGGT T2 3TATIATT 3337 T TRECCTTACCCGRGGGETGAT TATGCGCGAGAATCA

AGTTTGCCAGCCGTACTGACCCARGTCGGARTGGECTOCCCACTAATACGCGCTCTTAGT
1 L R DA R S PEWBAIKTGSPHNU HATLTI

7080 7110 7130

GCGCGGCGGCAT TAGCCT TCANCGCT TCACGCACARTTTCTCTCGGETAGACGACGACET
CGCGCCGUCGTRAATCGEAAGT TGCGARGTGOGTGT TRAAGAGAGCCCATCTGCTECTGCG

L AAANALKTULAERUYTIETRTESYUVVY
7150 KpnI 7170 7190
TGCTGAT CAGCARACATCTCCTGATGGCGARTARCCCGATGCTGATTGTCTARAA

RCGACTAT AT 35TCGTTTGTAGAGGACTACCGCTTAT TGGGCTACGACTAACAGATTTT
§ § T T A FMEOQHRTIWVREHEOQENTDL
7210 72390 7250
RCARTACCARAMAGACCTCTCSCTCACGAT CCGCCAGCAGGC TTTGCAGATARTGETGGG
TGTTATGGTTTT TCTGGAGAGCGAGTGCTACGCGETCGTCCGAAACCGTCTAT TALGRCCT
F L VL FV EREZRUHEHAIULILSGQILY H @
7270 7290 7310
TGACGCGCGGET TAAGCATGECGT T T TCC TGUGAGAGA T GEC TGEAARRGAAGCGARGLG
ACTGCGCGCCCARTTCGTRCCGCAAAAGGACGCTCTCTACCGACCTTTTCTTCGC T TCGE
T VR PNLMANKNKIEU QS SLHS S FFZRIL

7330 7350 7370

CCRGCTCGGCAATCGCCTGCARCTGCGTATAGCTGETETCGCCCAGGCCTTTITGACTGS
GGTCGAGCCGT TAGCGGACGT TGACGCATATCGACCGCAGCGGGTCCGGARRRACTGACG
A P EA I A QL Q@ TY S A DOGIULGI K Q 8

7330 7410 7430
AAARCGCCTGATGATCGGCCGACATCAGATGGTAAAGCGRAGCCGAATCGGCGCAGCAGET

TTTTGCGEACTACTAGCCGECTGTRGTCTACCATTTCGCTCGGCT TAGCCGCGTCGTCGA
cC FAQHDASMLUEY LS G FRIRTULL

T450 7470 7490
GCTCCGCCAGCTGCAT TACGTGCACGCCGGECAACCLGHT CCGCAAGARAATGGCCARCA
COAGGCEETCGACGTARTGCACCTGCGECOCETTEGGUCACGECGTTC M ' TACCGETTET
Q EAL QM V HY G FLGTI RTILFEFTIA AL

7510 7530 7550
GCTCTGOGTCGEACAGCGOCGCGECCCCCTGCATCARCAGCTTTTCACGCGGCGCCAGCS
CGAGACGCAGCCTGTCGCGGCGOCGGEEEACETAGT TGTCGRARAGTGCGCCGOGETOGT
L EA DS LAARACGO EMULILZEKZERU©PAL

7570 1590 TEI6 7610
CGCCCGECCAGCACGCCACAGTCGGETTGCTCAT . 42 3T T " 2 I L AAGGECTACAG
GCGGECCGGTCGTEOGGTGTCAGCCCAALGAGTAGCACAAGGAGGGACT TTCCOGATETC
A G P W CAWV T P N S M

radC

7630 7650 7670

CATGCCATGCGCCCCCCAGCGCGT TCGACAGETGTT TGATAACAT TGCGARGTGTTTCGE
M P CAPOQRVYVYROQV FDNIW®ARIEKTCECTERHA
—>afp0

GTACGGTACGCGGGGGETCGCGCARGCTETCCACARACTAT TGTARCGC T TCACAARGCG
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7890 7710 7730
AMAGCACARTGTARACGCCCTGCAGCCATTGCGGAATCGUTCACCTGARCGGCGGATATGC
K ENVTPOCSHT®ECGIAUHRTLNGGEGZY A

TTTCGTGTTACAT TGCEEEACCTCEETARCCCCT TRGCGAGTGEGACTTGCCGCCTATACE

7750 7770 7790 =
TAAARTGGCGCATCTTTCGGCT TTCAATCGGACAATGATGATGACGGGACTTT I Z3 AR
K MA HL S A Y NRTMMMTGTIL S G K

ATTTTACCGCGTAGAAAGCCAEARAGT TAGCCTGT TACTACTACTGCCCTGARAGGCCGTT

7810 7830 7850
ATRETATTCT 2TTTGGCATCAGCEGCGGCATCGUCGCCTACAARTGCCCAGAGLTGGTGEG
HI VL G6TI S G GTIAAY KCPETLVR

TETATARCACGARCCGTAGTCECCGCCGTAGCGGCEGATGTTTACGGGTCTCGACCACGT

7870 7890 7910
CCECCTGCGCGACAGGGGCGLGGRARETGLGCGTGGTGATGRCCCACGCCGCCARGGLGTT
R L RDRGAEUVDHRWYVYVYMTHAAMIEHATF
GGCGGACGCGCTGTCCCCGCECCTTCACGLECACTACTACTGGETGCGECHGT TCCGCAA

7930 7950 7970 BamHI
CATTACGCCGCTGACGCTGCAGGLCGTTTCOGGCCACCCGOTGTCCGROGATCTGTT 357
I TP LT LQAWVNSGHPVY SDDIL L D

GTAATGCGGCGACTGCGRCGTCCGGCARRGECCGETGGGCCACAGGCTGCTAGACAAT T
7980 BO1O 8030

T ITCGCCGCCEAAGCCGCCATGGGCCACATCGAACT TGGCARATGGGCGGATCTGGTGAT

P A AEAAMGU HTIUETILGZ KWAUDTIELVI

A3EGCGEECEGCTTCGGCGGETACCCGGTGTAGCT TGAACCGTTTACCCGCCTAGACCACTA
BOSO 8070 8090

TCTEGCGCCGECGACCECCGATCTEOTGGCGCGUGTCGUCGCCEECATGGCCAMCGATCT

LA PATADILTLARWVAAMGMANINDL

AGACCGECGGCCGCTGGCHECTAGACGACCGCGCGCAGCGECGECCGTACCGGT TGCTAGA

8110 8130 8150 Ty

GCTGACTACCETCTGCCTGECEACCGACGUCCCTATCGOCECCECCCOC 3 AT "hA T
LT TVCECLATDAPIAAADPRAMNDOQ

CGRCTGATGGCAGACGEGACCECTEECTGCEGEEATAGCGECGECEGEEECEETACTTEET

8170 8190 8210
FUATAT TATCGCGLCECCGCCALGCAGECCARCCTGCARACGCTGCACGLGCGLGECAT
g MY RAAATOQANIULMGRORTULHATR RTGM
CGTCTACATAGCGCGGECGEOGETGCGTCLGG T TGGACGTTTGCGACGTGCGLGCGLCGTA

8230 8250 8270
GCTGCTCTGGEGECCEGACAGCHECAGCCAGGCCTGCEGCEACGTCGGCCCGEGLCGCAT
L LW P D S G S5 QACGEDV G PGRM

CGACGAGACCCCOGECCTGTCGCCGTCEETCCGREACGCCGCTECAGCCEGECCCGGLGTA

82350 B310 8330

GCT :3AT TTGCTGGACATCETCGAGCTGECGAACGETCAT T TCTCCEGCCCCGCAGEGATCT
L DPLDIVETULA ANUGHTFSAUPOQQDIL

CGATTA :5CGACCTGTAGCAGCTCGACCGCTTGCCAGTAARGAGECGEGGCETCCTAGA
8350 8370 B390

GCAACATTTGCACGTTATGRTCACCGCCGGCCCGACGCGCGAAGLGCTGEATCCEGTACE
Q@ H L HVMITASGZEPTREA ATLTUDTZ®PWVR

CGTTGTARACGTGCAATACTAGTGGUGGCCGEECTGCGLGCT TCGCGACCTAGGCCATGEC

8410 8430 8450
CTTCATCAGCAATCACAGCTCOGGCARAATGGGCT TCGCCATCGCCCGCGCCGCCGCCEC
F I S N HSS8G KMGFATIA ARABAAAARAR

GRAGTAGTCGTTAGTGTCGAGGCCET TTTACCCGAAGCGGTAGCGGECECGGCGECEEEG

8470 8480 B510
CCGUGGCGOGCAGETGACECTEATCGCCGGECCHETGAGCCTEOCEGACGUCGCCARAGET
R GAQVY TILTIAGTPVYSILZPETUPEPTPIKV
GGCGECCECGOGTCCACTGCGACTAGCGGCCOGGCCACTCGEACGELTGCGGCGETTTCCA

B530 BS550 B570 HAY
CACACGCGTGGRCGTCACCAGCGLGC TGEAGATGGAACAGGUEETGCANCAGCGC Y AL
T R Y DV T S ALEMETGQAVQOQRA AT
GTGTGCGCRCCTGCAGTGGETCGCGUGACCTCTACCTTGTCCGUCACGTTGTCGCGCGETG
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8520 8610 B630
TR Y INIAT TTTCATCTCCTGCGCCGCCETAGCCGACTACCGTCCCGAGCGEATCGE
Q QI FI 8 CAAVYV ADYRU®EPEU RTIA

AGTCGTCGTCTARAAGTAGAGGACGCGGCGECATCGGCTGATGGCAGGGCTCGCCTAGEG
8650 BE70 8690

CGATGAARAAATARARAAACAGGG TGATGARAATCGTCCTCAAGATGGTRARARRCCCC 24
DE K I K KQGUDETIWVLI KMUWVYIEKNPTELD

GCTACTTTTTTATT T I TTTGTCCCACTACTTTAGCAGGAGT TCTACCATTTTTTGGGG =T

BcoRV 8710 B730 8750
AT TGTCGCCGECGTGECGGCGATGACCARAPATCGACCGTTTGTCGTGEEETTTGCCGE
I va s VAAMTHKNIREPEFEFVVGF AR

ATASCAGCGGCCGCACCGCCGCTACTGGTTT T TAGCTGGCARACAGCACCCCARACGGCG

8770 8750 8810
CGRAACCCAGARATGTGGAAGAATACGCGCGGCARARACTGGCGCGTARGARGCTGGATTT
E T QNV EEYAURQIEKTILARIEKIEKILDTL

GCTTTGGETCT TACACCT TCTTATGCGCGCCGTTTTTGACCGCGCATTCTTCGRCCTARA

8830 BESO 8870
GATTTGCGCTARCGATGTATCGC TCGCAGAGCACGGGTTCARCAGCGACACCARTGCCCT
I ¢ ANDVV S LAEUHSGT FNUGSDTMHNARL
CTAARCCGCGATTGCTACATAGCGAGCGTCTCSTGCCCAAGT TGTCGCTGTGET TACGEGA

8890 galo 85930
GCACCTTTTTTGGCAGGATGGAGATARACGCCT GGCGCTEGAGCGATAAGGCACTCCTTGG
H L FWQQDOGDHKRTILALTSESTDIEKATLLSEG

CETGGARRARRCCGTCCTACCTCTATTTGCGGACCGCGACTCGCTGTTCCGTGAGGAACT

8950 B970 8980
CCARCGTTTAATAGACGAGATAGTCAGCCGT TATGATGARRAPAATCGACGT TARAGATCT
Q R LI DETVS R RYTDEIZEKNIU RIER*®

MM KEKI DBV KTIL
—»dut

2010 2030 9050

TCGACCCGCGCATCGETCAGGATT TCCCGCTACCGACCTACGCCRACTCCGGECTCCGLCG
D PRI GQDPBY¥Y PLPT Y ATPFPGSAG
AGCTEGECECGTACCCACTCCTAARGEGUGATGGCTGCAT GCGETGAGGUCCEGAGEUGED
2070 2080 8110
GTCTCGACCTECGCGCCTGUC TGEACAGEGCGETGRAGC TGGLGLCGGGTGARACCRACGE
L P L R ACLDSA AV ETLW APGETTL
CAGAGCTGGACGCGCGEACGERCCTETCGCGCCACCTCGACCGCGGCCCACTITEETGLE
9130 9150 9170
TGCTECCTACCGGTCTCGCGATCCATATCGCCGACGCCGGCCTGROGGCGETAATCCTGE
L P T G L A I B I A DAGILAAWNVILEP
ACGACGGATGGCCAGAGCGCTAGGTATAGCGGC TGCGGCCEGRCCGCCGCCAT TAGGACG
9190 9210 9230
CGCGCTCAGGACTGGGLCATARGCACGGLGTCGTGUTGGGCAATC TEGETCGECCTGATCG
R §S ¢ L G H K HG YV V L GNULUV G UL I D
GCGCGAGTCCTGACCCGGTATTCGTECCGCAGUACGACCCET TAGACCAGCCGGACTAGC
9250 9270 9230
ACTCCGATTATCARGGCCAGCTGATGETGTCGSTCTGGARCCGLGGCCAGAAGTCATTCA
S 0D Y Q G QL MV S VWNI RUG® QQIKSZFT
TEAGGCTAATAGTTCCGGTCGACTACCACAGCCAGRCCT TGGCGCCGETCTTCAGTRAGT
9310 9330 9350
CTATCGAACCGGGOGAACGCATCGCGCAGATGGTCTTCGTGCCAGTGETGTAGGCCGAGT
I E P G ERI AQMVFV PV VQATETF
GATRAGCTTGGCCCGCT TGCGTAGLGCETC TACCAGRAGCACGETCACCACGTCCGGECTCA
9370 9380 9410
TCARCCTGCTGARAAGAGT TCGACAGCAGCGRGCGLEGCEARGECEGLT TCBGCCACTORG
N L VvV E E F b S § ERGEGSGTF G H § G
AGTTGGACCACCTTCTCAAGCTGTCGTCGCTCGCGOCGCTTCCGCCGARGCCGGTGRGECC
9430 9450 9470
GGCGCCACTAAGCGCCACTCAATGCACGATGECCGGCAGGEARARCGTCECCTEARCCTTS
R H *
CCGCGGTGATTUGCGGTGAGTTACGTGCTACCGGCLETCCCT T TECAGCGRACT TGGAAL
9490 9510 9530
CCTTTCCGGGEAGRAGCGATGTCTCTGCEGECAAGGT TTTACCGLGACAAT TGCAGLGCACA
GGARRGGCCCCTCTTCCTACAGAGACGCC ST TCCARARTGECGUTGTTAACGTCGCETET
9550 2570 9530
CCAGGCAGCGCGGARARRAGHCCHTTAAGCCGC TGACCCCAGCATCGTARARRAGCTATCA
GETCCGTCGLGCCTTTTTCCGGCART TCEGUGACTGGGETCGTAGCAT TT TTTCGATAGT

9610 9630 9650

CATAAGCCGCACAGAGCCTGCTCTECAGCGGCCGETGCCCGGGTTTCCGTCAGTTAAGTT

GTATTCGGCGTGTCTCGGACGAGACGTCGCCGECCACGGGCCCARPAGGCAGTCAATTCAA
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3670 9690 9710
TTAGCAAGGGTCTAATCAGACATGGCAGARRARGRARR TACGAAARGGAATCGGCGOGAG
M A E K ENTJ KR RDNRRBRE
- ttk
AATCGTTCCCAGATTAGTCTGTACCETCTTTTTCTTTTATGCTT TTCCTTAGCCGOGCTE

9730 9750 9770
GARATATTGCAGGCGT TAGCCCAGATGCTGGAATCCAGCGRCGGCAGCCAGCECATTACC
E I L ¢ A LA QMILEUSSESDGE SQRIT

CTTTATRACGTCCGCARTCGGGT CTACGACCTTAGGTCGCTGCCGTCGETCGCGTARTGG

9780 9810 9830
ACCGCCAAGCTCGUCGCGANCGTGGETGTTTCTGAAGC TGCGCTGTACCGECATTTCCCC
T A K L A ANV GYVY 5B EAATLYRUHETEFTP

TGGCGGETTCGAGCGGCGCTTGCACCCACAAAGAC T TCGACGCGACATGGCCETARAGGEG
2850 9870 9820

AGCARGACACGGATETTCGACAGTCTGATCGAGT TTATCGAAGACAGCCTAATCACTCGC

S K TRMPFDPDSLIETFTIZETDSILTITR

TCGTTCTGTGCCTACAAGCTGTCAGACTAGCTCARATAGCT TCTGTCGGACTAGTEGGEG
9910 9930 9850

ATCARCCTGATCT TGCAGGACGAGARAGAGACGTTTAATCGTCTGCGCCTGATTTTRCTG
I ¥NL I L @ D EFKETV FN RTILARBRILTITILL

TAGT TGGACTAGAACGTCCTGCTCTTTCTCTGCAAAT TAGCAGACGUGGACTAAAATGAC

9970 9990 10010
CTGATTCTGGGCT TTGCGGAACGCARCCCGGGEECTGACGCGCATCATGACCGGLCACGLG
LI LGFAEUZRWNPOGLTIRTIMTGHA

GACTARGACCCGRARCGCCTTGCGT TGGGCTCCEGACTGCGCGTAGTACTGECCGGTGCGEC

10030 10050 10070
CTAATGTTTGARCAGGATCCCCTGCAGGGCCECATCAATCAGCTGT TCGAACGCATCGAG
LM F E QDRUL®GE RKINOGQTLEFPFETRTIE
GATTATANACT T30 7T AR 1 JACGTOCCGGOGTAGT TAGTCGACRRGET TGCGTAGCTC

Age zs

10090 10110 10130
GCGCAGCTGCGTCAGGTGCTGAAAGAGCCCARAT TGOCCGAAGGCAARGGCTTTATCGTC
A Q2 LRV L KEURI KILRTETGZE K®GT ETIUWV

COCGTCGACGCAGTCCACGACTTTCTCGCGT TTAACGCGCTTCOGT T TCOGARATAGCAG
10150 10170 10190

GATGAAACGCTGCTGECGAGCCAGCTGCTGECCTTCTGCGARGGCATGT TGTCGCGCTAT
bDETLILASQLILAUPFI©CETGMTILSER Y

CTACTTTGCGACGACCGC TCEETCGACGACCGEAAGACGCTTCCGTACAACAGCGCGATA

10210 EeoRI 10230 10250
GTGCGTTOG 3~A T TRCGCTATCGCCCARCGCAGGAAT TCEACGCCCGCTGGECELTETTG
VR SETFRYRUPTQET FDARMWZPILL

CACGCAAGC T A4 GUGATAGCGGET TGCGTCCT TARGE TGLGGGECGACTGGCGACRAL
10270 10290 10310

GCGGCCCAGCTGCAATARCGATAACGCCGGECATGUCCGECGT TTTTACT TATATCCCGT
A A Q L Q ¥

CGCCGGGTCGACGTTATTGCTATTGCGGCCCGTACGGGCCGCAAPAATGAATATAGGGCA
10330 10350 10370

RACTGCTCGCGETRAGCECGCACCECCGCCAGATEATCCGCCATTTCCGGTTTCTCTTCCA

TGACGAGCGCCATTCGCGLGTGGECEELGETCTACTAGGLGETAAAGGUCAAAGAGAAGET
10390 10410 10430

GATAGGCGATCAGATCCTTCAGCGTCACGATCGARATCACCT TGCAGTGGTAGTCGCGTT

CTATCCGCTAGTCTAGEGAAGTCGCAGTGCTAGC T TTAGTGGAACGTCACCATCAGCGCARA
10450 10470

CCACTTCCTGAATGGUGGAGATGTCCGLGCGECOGT

GGTGAAGGACT TACCGCCTCTACAGGLGEGCCGGCG
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Annex IL Seqiiéncia de nucleotids de 1'insert del cosmid cosR11.

BamHI ' . . 5 ‘ .
""TGRTTFGGCCGGTGGAGCGTGART uGCGGTCACGAACAGGCT?RTGfTTTTCA
--------------------------------------------- et
"Tr:_AC”AAGCCGGCCACCTCGCACTTAGCCGCCAGTb”““GT CGACTACCARAAGT

PCT"fﬁAFGCCACCGCCHGR“GCBGCGGCCCGGTGTCGFCGG“GA"CAGAACRTGGAAAC
————— B e
GGAAGTTCCGGTGGCGGTCTACGTCGC"GGGLCACAGCGUuCACT SGTCTTGTACCTTTG

TGTCGAuCHA GTCAGCAAGfCTTGCAFCCPCG TTTACCuA“CTuATTA*LLACGCAGG

g +

A”RGCTPGTTGLAGTCGTTCFGRACFT"GGGGLAAAA”GGCTRFHETAATAGGTCCGTCC

TGCGT“TGCGGGCCGATCAuGCTCATHRRCT‘TTuGuCCT”GCCGTF TCARGCGGTG

i ——— i o e e ¥

&GACG;RRACGCCCGFCTAGTCCCAGTAT”TGRCRA”CCGGRACG-CRGCRGTTCGCCRC

CGCCAATCAGCACGATGCGCACAT TGEGGTGCTTCGLCACCAGCTCATCGGCCAGECECG
--------- 4= —-—— fm— -+ +
GCJGLTHGT"GTGCTACGCGTCTEACCCCRLGAAGCJC“GGTCGhaﬂAGCCGGTCFGCGC

CHTRGTGCGACACCGGCFAECARCGCGACTCCGTCGATGCCCCCAGTTGAAAACCGATGG
B pommm e pomm—————— +
GTPTCACGCTCTGGCCGGTCGrTGcGCTGAG&uRGCrALbﬁbbeMAALI-lluhhlncc

TGGGATGGTCGCTGC”TTTGRCG»CGCGC GRTAGTCCACGCGART"TCCATMCTCGCMT

+ b + e foom e e +

ACCCTACCAGCGACGARAACTGCGGCGCGACTATCAGGTGCCCT TARAGGTAGCAGCCTA

CGTCGETA!

EARMT SGARATCAGCTCGAGT TTGCGGCECACGRAATGGCCGT

GCAGCGATGCCGTCGEGTTTTACCT TTAGTCGAGCTCRARCGCCECETGCTTTACCGGTA

AATARTGGAAGATATAGTTGGT TARCCAAGGCTCCAGCCCGCAAAT GCCCGAGCTGTAGT

-4 — + 4

TTATTACCTTCTATATCARCCAATTGGT TCCGAGGTCGGGCGT T TACGGGCTCGACATCA

TATCCCTGATGATGTACTTTGCCCCCGCCATGACGGLGCTGATGATGTCATARGGCRGAT

————————— Fomm —— - ———— +

ATRAGGGACTACTACATGRAARCGGGGGCOGTACTGCCGCGACTACTACAGTAT T T T TR
FF11

GRGRGTGCAGGAICAGCGCuRHATCCGUCTGATGTTMGCGCAGCGRTTTCAQCAATGGGM

--------- fmm ———

T T ZACSATCCTAGTCGCGET TTAGGCCGACTACARGCGCETCGCTARAGTCGTTACCCG

GTATCGTCTTGATCTTGCTGTCCCAATACACCACGCGATCG?ARTAGCGGCCGTTTTCCR
~~~~~~~~~ + ———— hmm— - pmmm e ———

CATAGCAGAACTAGAACGACAGGGTTATGTGETGCGCTAGCAT TATCGLCCGGCARAAGET

CCAGTTCGCGATTTTTCT TGTGCACCACCAGCGTGATGTGCGCET TGGGATAGCGTTCCC
--------- oo mmmm———a - -—+ ~+ ———t
GGTCRAGCGCCAPARAGAACACGTGCETGTCGCACTACACGCGCAACCCTATCGCARGGG

. BRT .
TCATCUCCCT RATGCCGGFCTGTTGﬂACATGAAGTCGCPCAHF“F" TOAT 1 IRGTATA

e - . i - '

AGTAGCGGGAGT TACGGCCGCACARCTTGTACT TCAGUGGGT TGCEGCACCACCTCATCT

TGACGATATTGTCCAACTGCTGEECECAGTCGAACGTCGCCTTGTCCTGARRACGGCCGT
--------- o == o et
ACTGCTATAACAGGT TGACGACCOGCETCAGCT TGCAGCGGARCAGGACT TTTGCCGGCA

ACTTCGCCGTATAGCGCCGCAGGARCCAGTCGGCAACTTTAATTTTCCATTTCTTCGACA

--------- B B T
TGAAGCGGCATATCECGGOGTCCTTGETCAGCCGTTGGAAT TARRAGETARRGAAGCT ST
AwaaFe

lhauu:'uCTTAul1LuL1iiAAG“TGRTHATHCTCGGCCAGCGlCAIGCMCAC“G*C’G
--------- B B ———

RCRCGCRCGAATCHRGCGABRTTCARCTRTTR;GAGCCuGTF CﬁGTACGuGTG”CAE”C

CTGCTGCRGCCHGTCARACA&CTGCTCCRGRTCGuGuTALH&CACTTCGATATC r"CT!‘J
--------- L e e e e
GACGACGTCGGTCAP”TTGTCGACGAuG”CTAECuCCATCTCuTGAAGCTATAGuACGAG

Gu1;L1uAALb1LuGGCTbLLbLLLufCﬁTAAACTCGGRGGAGTGCAGCRTHAA:TCGAC
--------- + . Rt T t———— fmmmm———
CCAARACT TGCAGCCCGACGGCGGGCCGTAT TTGAGCCTCOTCACETCGTAT TTGAGCTS

GTAGTCATGCCCCTGCGCCARCGRCGTCTCGGCCACGCTTATCATCT TGGCCACGTTGCC

- - et e -+ ———

CATCAGTACGGGGACGCEGTTGCTGCAGAGCCGGTGCGAATAGTAGAACCGGTGCARCGS

GOCACTCGGCCGCAGCCAGT TGACGEACGECGARCGCCECT TGCCGCGCAGCCGATCATA
--------- e e T
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CEGTGAGCCGGLHTCHETCAACTGUCTECCGC T TGOGGCEANCGGCECGTOGGCTAGTAT

' UGCACTEC
t ———4
LGFGAPGAA@'TW&TMPTAPTPGCFMTTACG;W:AT SRCCTACGAGTAGCCGTGARG

f‘C("""TG\,TTGnHA "CHTTCATLF\GC C‘“GF\.F\"‘II'J LTI

_________ e e e i o

CAGTAGCHACGAAGCGCLCGEGET "‘GL:CGAT‘:T TCTGCGGATCGATGRAATAGGCGTGCGA
————————— o e e e e e B +
GTCETCGCTGCT TCGCEGECCGRACCHCTACARGACGLCTAGC TACT T TATCCGCACECT
"GGGHHCCGhCTPTRRT’&GTA”CGLLUlLhLLFlbtbuhxihfPCuGCGRARFCTGCLA
——— - e e e o e +

GCCCT i'@;f"CGPC.F\"‘TN‘CCAT‘”FCTLMCF’U:ACGCF’JRCG}GCC SCTTTTGACGET

GTTGACCCOOGGOGTARCCGAACAATOCACCTGATAGCCGTAT TCCAGCAGCAG TGAGGT
% '

CAACTGGHCGECCGECATTGG CTTGTTA’T TGGACTATCGGCATAAGGTC G'I‘CGT" AC TC!’“G

ATAGTATTCGTTGAACGEC CN—'\ClaGCCCGCG'" GATGG vCTGNB(‘F\.T 'TT. TGC TCTGGN\GGC

—+-- —t . 4

TATCATRAGCARCTTGCGGST TGCCGGCCGCGCTACCGACTOGT A A, 700, 33 77T

GTC _TCCJ\GCAGTTTG’E‘T‘CATF‘ TuGTf‘GAc'*TTGG("GCG“‘PTF‘Tr‘AT"f' GC\:PGAT}\CT
f ===y .

. GGAGGTCGETCAARCCAG 'I'ACA.CI"N‘ (.TG‘" ARCOGC G”R“A:;ALTAG"CG“CCTATGN:

uﬁTf‘WTM’a‘JL.J Ibll:-GC"}C.(‘H':l(..i,tL,AT.:uT GAG f‘Gf' GTV‘AGCG-!:"GGI"("T\:TT

N (-

f'T‘\GTTTATTf'CGF\RCRCCGCG{‘ TCAGCAGTAGCC, ’V’T\..GCV‘ GCAGTCGONGCCNG .I\.CF\}\

e

CCAGGE ‘ETCCHL:A"GCAT"‘ r‘EIuA(‘ TT"‘HCCG‘;CG{‘CI" F’aGGCGA"‘CN"G"‘CM‘GC"‘-‘;
+ A + + .
GGETCCGCACGTCTACGTACEGL TGAAGTGECCGCGGUGUCCGCTAGTGCAGTGCGCGCTT

T RN uGaTCG‘\T"GF'CATTTCR“M:TTGF‘I‘FAGP\TWCG':CJTG}\.RUG‘"‘

t t + t o

GAGCTGCATTCGGCCTAGGTAGCGGTARAGTATCAACCACTCTATT TGGCCGRACTTCCG

ATATTTCTCGCACAGCACCTGRARGCGCHEUAAGRAACGCGTGTTTTCGGTCGCGATGCG
T + b pmmm +

TATARAGRGCGTGTCGLGGACTTTCGCGCCETTCT TTGCGTACARAAGCCAGCGCTRCEC

AT L‘GTGGT"‘TT F‘CCACN:AT TATCGCCTT %GTATCM*GGT&ATGAGWFGCDGCTTT

e b i + - —

TAGCACCAMAACGGTGTCTAATAGCGGARGCCATAGT TACCACTACTCT T TGCGGCCARA

AGTCATGARTATCGAACCTGATAT CMC.RG.HATI-\CGCT}\']'GT"ACGCAGG"CGT TTCGCC

TC, N‘Tﬁf‘TTAT}\Gf TTG '.l?\C'TRT?\uTTGTCTTATGCGR"}\CM‘"GCG"CCGGCRAH

CJ L

APGuCAAAChF\CTTTi:(‘"LCCTGGT‘1‘T{:GACAAChTTGMuCGCATTCGTCCr‘TGCTC"G
-+ ———i b=
TG CCGT""'uCTGRhACGRCGhRCuW"TGTT GCARCTTCGE GTR.F\GCAGL:L:AQ:RGGC

G-""GATTT"’TT TGCGGC TCGG“ ‘\HGP\AHRCCQWSC RRCF\GTPUJCCRCF TGCL:AT\.G(”GT L.-A
--------- Frmemmramasmnsnd oo nnnmyan ) + st & +

CGCTARAAAARCGCCGAGCCGTTCTT. =75 11 7771 7" AT < 3TGTACGCTAGCCCAGT
L

TTTF\&:MTCA}\GCHTTGGTT"CC J’\GMAGCGAPTCA'"GATLM"CJ\CG"GCFHUCC""’P
M M N DAPA L
—waaQIl

————————— e ———— — —4—— —— ———t

ARATCT TAGTTCCTARCCAAAGGGTCT TTCGCTGAGTACTACT TGCTGCGUGETCGEGAT

ol "i'GATCATAMAC‘TGCG{‘.C?-\CC CG:CGATJ\"‘G
LI T KL RHHEGDM

--------- + f ; e + +
TGRAGCCGGGGTAGGCATGTCGCATAAGACTAGTAT TTTGRCGCGGTGGTGCCGCTATAC

CTGCTGETCACGCCGGTCATCAGCAGCCTGCGGCAARACTACCCGCAGGCCCGGATCGAT
L L.V T PV I S &8 L R QN ‘f P Q A R I D
--------- it S e - : -

GACGACCAGTGCGGCCAGTAGTCGTCGGACGCCGTT TTL»R“‘GGL:"\:T"C(‘G?CPTAGC’FA

GTGCTGCTGTAT CAGGARACGCAGGACGAT GCTGELCAGTANTCOGGARC TG TCGACCCTG
vV L LY QFETQEMULASNZPTETLSTL

———t . + - -4

CACGACGACATAGTCCT T TGCGTCCTCTACGACCGSTCAT TAGGCCT TRACAGCTGEGAC

TTCGCCATCGATCGCCANTGGAAAAARCAGGGLGCCCGCGCTUACCTCEGACATGAGCTG
F A I DR QWIEKUEKUGUQGARAMHHTILGHTEL
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RRGCPGTF\GP"}‘\HSCGGTTRL.LI TTTTTGTCCE (JCGG.:LUL LJRGTGGA\;U TG I.I\u..TCGAC

GCGCTGCTGCGCCGCCTGARGGCGCAGCECTACGATCTEGTEETCARTCTGGCTGATCAG

AL LRRLKAOQSRYDILVVNILATIDDOQ
————————— N e e ——= i + +
CGCGACGACGLGGCEGACT TCCGCGTCGCGATGCTAGACCACCAGT TAGACCEGC TAGTC

TEECECAGCGCCATCATCACGCGCCTGACTGECGCECGCATCCGTTTGGGCTTCGATTTC
WRSAII? RLTGAIRTRTLGTFDF
e = m———— + =

ACCGCETC Laf"GGTJ‘\GTF\u"‘GCGCGG.P\C TEGCCGCGCECETAGGTARACCCCGAAGCTARAG

CCCARACGCCGCGGELTTCC TGTGECGCCACTGCCACACGCAGCTGETGCCGGTAGRCRAT
FP K RRGFLWZRUHOCHT Q L VvV P V D K
--------- + P ———— +

GGCTTTUCGMCL’CCC‘MG‘LJ\CACCEJCG-:TGP CGGTGTSG CG""CR:ACCACG"‘CCATCT GTTA

CACGCCCACTTGCATACCS TFGRRCN\PATCT‘"TCGT"‘G” TGGCG“CGCT GAACCTG E'Cl‘"
H A HL HTV EOQWNILSLILATFILMNTILTE

+- b - ————— + —

GTGCGGGTEGRACGTATGGCAGCTTGTTT TAGAGAGCARACGACCGUGGCGACT TGGACGEE

GC"‘CTCMTJ“RFCJ\TGTGP.CCATFAGTTHTGATCCGCR WITE ) I:Cﬂr\
P\LNEHVT"‘JS‘(DPQDWCTCEO

R + + iy b 4

CECGAGTTACTCGTACAGTGGTACTCARTACTAGGCGTCCTARCCGTCTGGACACTCGTT

CTG TTGPRUMAF'AG\:GF' uTCf CCGGCAGTTATATTGTGGTGUAGCCCACCTCGCGCTGG
L L@@ K@ 6 VA G S YT I VVQECPTERW

— - - . - - -

GACARCGTCTTTGTCCCGCAGCRGCTETCARTATARCACCACGTIGGETGERGCGCGEACT

TTCT TCAAATGCTGEAGCGARGAGRAAATGGCCGCCACCCTCACCGCCT TGCAGECCGAC
F F K e wWwWs EEHKMAATTILTATLGQATLD

—_—— + = —-—4 + +

AAGARGTTTACGACCTCGCTTCTCT T TTACCGGOGGTGEEAGT GECEEAACGTCCEGCTS

GGCCACCAGT TGGTGATCACCTCCGGUCCCGACGLCAGAGRAARAGCCAT GG TCGAGCEC
G B @ LNV I TS P DAIREI KA AMUVER

-—- g 4 . +

COGGTEETCARCCACTAGTGGAGGCCGEGACTRCEGGTCTCTTTTTCHETACCAGCTCGCE

ATTTTEECECTCTECCCHCOGCAGGHCOTARTCTCGTTGECCGOCCAGCTGACGCTGECRT
I LA L CZPPGQSGWV I S L AG §Q L T L R
= + fmmm b m e +

TARRACCGUGAGACGGGCGS CGTCCCGCJ\TTAP AGCRACCGGUCGS TC&:RCTF' CGACGCS

CMf‘T"}GCCGt" CCTIJ\TTG.RCL,.?\C’GC"‘MG"TGTTTRTE.GGCGT G-ACTI"C:GTG(JCGATG
Q L AALTIDUHAMRIKTLDU®Y¥YTIGWVDSVYPMHM

4 " s

GTTGACCGGCGGEACTAACTGETGCEGT TCGACARATAGCCGCACCTGRGCCACGGCTAC

. ' . . . WHTZ
CATATGGOCGUCECHCTGCARACGCCGTGOGTGECETTATTOGE " IIT T UNAA T 1T
HMAAA AL Q T P C VAL F G P S K L T

+ S + Pt L

GTATACCGGCGGCGCEAD G'I TTGCG‘JC.’\CJJJ\PCGCMTMJJCCGGGANFTT CGACTGA

r‘'1'C;i(.if‘Gi':'a'.'ZCi‘\TG(;‘rJ"}\Gf‘ CTN‘ L"GG\..GCC&']‘GATC.TGGG CEGCGAC 'I' TGG CGMCTG
P‘NRPWQATGAVIWAGDFGEL
--------- B : + + -
AAGACCGCCEETACCGTCCGATGECCECEECAC TAGRACCCGECCGCTGARACCHCTTGAC

CCCGACCCGGACGCCATCGATACCGGCACCGATGAACGGTATCT CGRCCTCATTCCTACF.\
PDPDATI DPTGTDERTY L D L I 'F T
 —— ‘ e +

GGGCT L-HSGCCT(‘{'GGTN?‘TJ\TGGCCJTFGCTN"TTGCCRTN;AI‘}‘" TGGAF' TARGGATGT

GACGCGETEAT TGCAGCCGCGCHEAGCACGCTGGCATGARAGCAT TTCT T I TRGOGATCG
DAY 1 AA AR ST L R *
M KA F L L A IV
—waal
+ * pmm—————— fmmmmmmmmm o +
CTGCGCCACTARCGTOGGCGURCCTOGTGCGACCGTACT TTCGTARAAGARAAACCGC TAGT
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Annex

TTCGCCGARAATACCGCCCGGACGGCEGAGCCGARCGT TTCGTTTCCCGCGCCCTGARAGG
R R K YRPDGOGAIEU RTFV S5 RAILI KA
----- + e ———— e
ﬂﬁGCGGLl1lLATbUhAniiLIULLbLClLUDL'lULHAHGCARRGGGCGFGGGACTTLf

. SBl15 . ‘ i
CGCTGGHACAHCAGGRTCTCGrT T ARAL 3T T AT ICGCGARTGGCAGRGTGACGCCA
L E Q ¢ D L DL NV I R EW QG DAHN

——

GCGACPTTGTTGTCCTPGRGCT&GRCTTGCRGTRGTGAGCGC“TACCGTCCFRCTGCGGT

TPCHEACTGGCATPTTCACCTGTGTRRC"CFTTFPAACTFCGCCGCRTCRGTCGCGAAC
P N WUEHIHLCDHNPLUKULTG®RTIUSRER

--------- - 4= + —————

TRGGTTTGACCGTATARGTGGALACATTFGGCAACTTT”AGCFGFCUTAETCAGCUCTT"

GGGGLTTCGOCGTGRCEGCCAGEEUECTRTGGCAGARAGAGCGCT TCGATL TGGTGCARA
G FAVAARAILWOGI XERTFUDTLWVYGg S

= + t ———— '

CCLCGAAGCUGCACCGC’GblLLLuCGA”R?CuJf1llLLCGQGRRGCTAbACCAFGTTT

GCCATGRAGCGCATTCCCGGCTGEGATATCTACCGCGCCSGCGACGGCEGTACACCGCCGET
HERIPGOCTDTITYURASGDU GV HRUPERW

+ F + + i 4

CGETACTCGCGTRAGGGCCGACGCTATAGATGGCGCGGCTGLTGCCGCATGTGGCGGECGA

GGCTGCTGCARCGCGCHOGGCTGC TGCCCGAGTGECGCCGCAAGTEECTGTTTTCCAALT
L L ¢ R AU RULILUPEMW HRUBRIZKMWILF S NR

-——t

CCGRCGACGTTG’GCGCQCCGACGRCPGUFTChCCGCGGCGTTCACCGACAAAAGGTTGG

GTTATCRCCGCTATGTGATGTGCGCCGAGCGCGCCATGTACGCCGCTCCGGAGCTGAARG
Y H R ¥ vVM CAEUZRAMYAA ATPELK A

——— —— + + +

MHATRGTGGCGHTHCHC”ACRCGCGGCTCGCGCGGTAEMT&CGGCGAGGC’TCG%CTTTF

CCGTCATCTGCARCGCCGAGATGATCARRCGGGRAATCATCGCCGACTTTGGCGTECCCG
VI CNWAIEMMTIHIK R E I I A DFGWV P A

. +

GGCRGTRGHFGTTGCGGCTCTRPTRGaTTGCCCTTTBuTAﬁCGGCTGﬁBﬂCCGCACGGGP

CCGRCARMATCACGGTEATCTATARCECCATCGACARTCARARAGT TCCCGCCOGCCGACE
DK I TV IYNA ATIDNUGOQIEKTEUPEPEFATDE
-—t fmm— + + +

uGCTGTTTTAETGCCALTAGATATTuL&blﬂble'LHULLJLLHAGGGCGGGCGGCTGC

{plasmid cosFGR2) BamHI

AGGCCCAGCGCCGACGCCTGOGTGAGCAATATCAGATCCCGCARCAGGCGCACTGCCT 5=

A Q RRRLBREOGQQGY QI P Q QAUHCILTI
———t S bmmmmmmem + +—m

TCLGGGTCEOGGCTECGGACGCACTCGT TATAGTCTAGGGCGTTGTCCGCGTGACGGATT

TITTCGTCGGCTCCGGT T TCGAGCGCARAGGEC TGGCCECCECCATCCGCGCCGTGGECGES
FV S GG FERIEKGTILA A A I R A V A R

————

:UUKK?GCCGAEGCC&ARGCTCGCGTTTCCCbACCGGCuGCGGTAGGCGCGGCACuGCC

CGACCGACAGCCACCTCTTGGTGGTCGGTAARGATARAGCCGARAAGCGT TACTGEGCGC
T o0 S H L L VvV V G KDI KMSAREIE KT RYHR RAL

————————— + : + ——— ————

GCTCFCT”TCGGTGGAGAPCCACFHGCCATTTCTATTTCGuCTTTTCMCARTPGCCCGCG

TGECGCAGTCGCTGGGCTGCGGCEATCGCATTCACT T TATGGGCG TGCAGRAGCAGACTC
A QS L GCGDU RTIHEHTFMMGV QK QT L

_________ + b= + LN + ¥

ACCGCETCAGCGACCCEACGCCGCTAGCGTARGTGARATACCUGCACGTCTTCGTCTGAG

TGCCET TCTATCAGGCCGCGGATECGCTRCTGCTGCCGACGCT TTACGATCCGTTCCOGA
P F Y AADATLILTLZERPTLTYDZ®PFTPN
----------------- e ek d

ACGGCAAGATAuTCCGGCuCCTACGCGHCGHCGHCGGCTGCGAAATGCTAGGCRAGGGCT
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Annex

ATGTGATTCTGGAAGCGATGTCCTGCGGCCTGCCGGT TATCACCAGCACCRCCTECGGEG
v I LEAMSCGLPVITSESTTTCSGEG

]

--------- , opr i e . & ———— 4

+
TACACTAAGACCTTCGCTACAGGACGCCGGACGGCCARTAGTGGTOGTGGTGGACGCCGE

GCGCCG!\GT'i‘ TATCACCCCGGGCCAGAACGECTTCETGACCGACGLGCTCGACGTGCCGE
A EF I TPOGOQNUGT EFVTDATLUDUVPA
————————— e b S pm———— +

CGCGGCTCAAATAGTGGGGCCCGGTCT TEGCCGAAGCACTGGCTGCGCGAGCTGCACGGLC

CTATCACGGAAGCCAT TCGGGCGCTGCOGCECTAGGLGCTGGEATCCTCCATGEGECGARG
I TEAIQRALPRQATLGSSMSGEA

— ——— o ———

GATAGTGCCT TCGGTAAGCCCGUGACGEUGCGETCCGLGACCCTAGGAGGTACCCGLTTC

CGGCAAGAT TGCGCATTATGACGGCTACGCCGGCGCATCTCTCTGARCAGCTCATTTCCC
A RLEREIMTA AT PAMHRIULSEU®GQTLTISL

GCCGTTCTARCGCGTARTACTGCCGATGCGGUCGCGTAGAGAGALTTGTCGAGTARAGGG

TCTATARCCGGTTACTGGATTAG
¥ ¥R L L D ¥

AGATATTGGCCAATGACCTARTC
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