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Corrections & amendments

Author Correction: Genome-wide analyses of ADHD  
identify 27 risk loci, refine the genetic architecture  
and implicate several cognitive domains

Ditte Demontis    , G. Bragi Walters    , Georgios Athanasiadis    , 
Raymond Walters    , Karen Therrien    , Trine Tollerup Nielsen, Leila Farajzadeh, 
Georgios Voloudakis    , Jaroslav Bendl    , Biau Zeng, Wen Zhang, 
Jakob Grove    , Thomas D. Als    , Jinjie Duan, F. Kyle Satterstrom    , 
Jonas Bybjerg-Grauholm    , Marie Bækved-Hansen, Olafur O. Gudmundsson    , 
Sigurdur H. Magnusson    , Gisli Baldursson, Katrin Davidsdottir, 
Gyda S. Haraldsdottir, Esben Agerbo    , Gabriel E. Hoffman    , 
Søren Dalsgaard    , Jonna Martin    , Marta Ribasés    , Dorret I. Boomsma    , 
Maria Soler Artigas    , Nina Roth Mota    , Daniel Howrigan    , 
Sarah E. Medland    , Tetyana Zayats, Veera M. Rajagopal    , ADHD Working 
Group of the Psychiatric Genomics Consortium*, iPSYCH-Broad Consortium, 
Merete Nordentoft, Ole Mors, David M. Hougaard    , Preben Bo Mortensen, 
Mark J. Daly    , Stephen V. Faraone, Hreinn Stefansson, Panos Roussos    , 
Barbara Franke    , Thomas Werge    , Benjamin M. Neale    , Kari Stefansson      
& Anders D. Børglum    

In the version of this article originally published, the first name of Jonna Kuntsi, of the ADHD 
Working Group of the Psychiatric Genomics Consortium, was misspelled as Joanna. In addi-
tion, the Acknowledgements omitted to thank the employees and research participants of 
23andMe for making this work possible. The errors have been corrected in the HTML and PDF 
versions of the article.

*Lists of authors and their affiliations appear online.
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Correction to: Nature Genetics https://doi.
org/10.1038/s41588-022-01285-8. Published 
online 26 January 2023.

https://doi.org/10.1038/s41588-023-01350-w

Published online: 1 March 2023

 Check for updates

http://www.nature.com/naturegenetics
http://orcid.org/0000-0001-9124-2766
mailto: 
http://orcid.org/0000-0002-5415-6487
http://orcid.org/0000-0002-2927-4035
http://orcid.org/0000-0001-8422-6530
http://orcid.org/0000-0003-3351-7260
http://orcid.org/0000-0002-5729-632X
http://orcid.org/0000-0001-9989-2720
http://orcid.org/0000-0003-2284-5744
http://orcid.org/0000-0002-2963-1928
http://orcid.org/0000-0001-6187-7680
http://orcid.org/0000-0003-1705-4008
http://orcid.org/0000-0001-8466-1559
http://orcid.org/0000-0001-6669-3071
http://orcid.org/0000-0002-2849-524X
http://orcid.org/0000-0002-0957-0224
http://orcid.org/0000-0003-4659-0969
http://orcid.org/0000-0002-8911-3479
http://orcid.org/0000-0003-1039-1116
http://orcid.org/0000-0002-7099-7972
http://orcid.org/0000-0002-3213-1107
http://orcid.org/0000-0003-3504-759X
http://orcid.org/0000-0002-7721-4838
http://orcid.org/0000-0003-1382-380X
http://orcid.org/0000-0002-5236-168X
http://orcid.org/0000-0001-5928-3517
http://orcid.org/0000-0002-0949-8752
http://orcid.org/0000-0002-4640-6239
http://orcid.org/0000-0003-4375-6572
http://orcid.org/0000-0003-1829-0766
http://orcid.org/0000-0003-1513-6077
http://orcid.org/0000-0003-1676-864X
http://orcid.org/0000-0001-8627-7219
mailto: 
https://doi.org/10.1038/s41588-022-01285-8
https://doi.org/10.1038/s41588-022-01285-8
https://doi.org/10.1038/s41588-023-01350-w
http://crossmark.crossref.org/dialog/?doi=10.1038/s41588-023-01350-w&domain=pdf

	Author Correction: Genome-wide analyses of ADHD identify 27 risk loci, refine the genetic architecture and implicate severa ...



