UNIVERSIDAD DE BARCELONA

DIVISION "CIENCIAS DE LA SALUD"
DEPARTAMENTO DE ESPECIALIDADES MEDICAS
AREA DE PEDIATRIA

REGULACION GLUCEMICA Y PANCREAS

ENDOCRINO EN EL RECIEN NACIDO

NORMAL Y EN EL HIJO DE DIABETICA.

ESTUDIO FUNCIONAL Y EVOLUTIVO.
. (ANEXOS)

Memoriaparaoptaral Gradode
Doctor en Medicina presentada

por Xavier Pastor Durén.

Barcelona, Abrilde1987



W 78yannd




ANEXO 0

HOJAS DE RECOGIDA DE DATOS



Anexo 0 =~ 1

ESTUDIO HMD (1
DATOS MATERNOS (DM)

N2 HCM ..... Ingresada €N! ...ccceocccecccsss Cama .ceceees
Nombre y apellidoS: .c.eseecsocssccscscsssosssscsssscscssocasnn
Direccidn ..ecieeeecececasssccssaces TERlEfONO .ovvvevecenn .o
Edad: ..... Peso habitual: ....... Talla: ........

Pl SCP: ..... Pl TRP: .....

Abortos: ..... Macrosomas: ......

Gestacién actual ne: .... FUR: .../.../¢.ee FPPt.../cee/eenns
Control obstétrico:...(..Trim) Control diabético:...(..Trim)
Tipo diabetes (White): ..... Transfusiones gestacidén: ......
Patologia asociada: ..ceeceececssseccesosscsccocscsasassccsnses
Otros tratamientos: .....iieeeeeteececsoaasscacosonssssonans
Datos parto: S. Glucosado:...sseessee.. INsulina: ....ceeee.
Glicemia materna Max. 24 ht...ccveeen

Glicemia materna promedio 24 h: ....ccc..

1-13 s. 14-26 s. 27-42 s.| ult. s.

Dieta

Peso

Insulina

Hipoglucenia

Cetonuria

HbAl

DATOS NEONATALES (DN)

N2 HCN: ....... Ingresado €N! ...cceveeess CAMAL sttt ceaseos
Nombre y apellidoS: .c.eiiecesceacessssescscsscsssoncoasasosans
Fecha nacimiento: .../.../.../ Hora: ...:... Sex0: .......
Tipo parto: ........ Apgar: ../../.. Edad gestacional ......
Peso: ............ Longitud: .....ceeeee PuCul tevvcnnncannns
Pl sCcp: ...... Pl TRP: ...... P1 BCP: ...... P1 SPI: .......
Patologia asociada: .ue.eecerececeeeeeroscescaacocccananconas
Gasometria arterial: Ph: .... pCO2: .... pO2: .... E.B.: ...
Gasometria venosa: Ph: .... pCO2: .... pO2: .... E.B.: ...
Tratamientos aplicados: FAYMACOS: +eeeeeeeceoesacnossnnnnsns
Perfusidn: ...cececeerccscccccsncans
otros:
Peso placenta: ............. Aspecto placentario: ..........
Anatomia patoldgica placenta: ....eeececeeeeveeecenocseensns



ESTUDIO HMD (2

DATOS DE BIENESTAR FETAL

Funcionalismo placentario : Estriol

......... (/7 )i eenennensl /S )i ceeieenn
......... (  / / )i cevennael / /)i ceetecees
Vitalidad Fetal :

- Movimientos fetales:

......... (  / / )i cevenceeel S/ /)i ceeenan
......... ( 7/ / Vi eeeenennel /S )i eerienns
......... ( /7 )i eeeeneenel / /)i ceeeenn.
......... ( / / )i eevenenas /S )P eeieennn
......... ( / / )i ceccenneel /S )i eeceaeens
- Non-Stress-~Test

......... ( / /7 )i eeennnneel / / )i ceceinnn
......... ( /7 /7 )i ceeeeeenal / /)i eeeeienn
......... ( / / )i cennennnel / / )i ceeneans
......... ( / / )i vevoenneel / / )i ceeieeans
......... ( /7 / )i ceceennes / / )i ceeceans
- POSE

......... ( / /7 )i eeeeneaedd ) I
......... ( / / )i ceeeceaasd )7 eeeeeees
Crecimiento fetal (DBP por ECO)

............ SeMe ( / / )7 ceveeensesess SEM
............ SeMe ( / / )7 ceeecensssss. SEM
............ SeM. ( / / )i ecceeecssceess Sem
............ SeM. ( / / )7 ecceeeceecsaess SEM
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ESTUDIO HMD (3

SOBRECARGA (15 cc/Kg Suero Glucosado 10%)

Anexo 0 -

Dia

Hora

Peso

cc SG 10%

Aliment.

Ext. Glu.

mes

mes

nes

Peso minimo alcanzado 1*

semanas

Curvas de glucemia capilar

Basal

15!

30!

45!

60"

Otras

Mes

Mes

Mes

Incidencias:




ESTUDIO HMD (4)

DATOS DE LABORATORIO

Anexo

0

Ne¢ TLAB.

Tiempo

60

2A

2D

4A

4D

7A

7D

HORMONAS

Glucemia

IRI

CPR

Pro-IRI

IRG

Ac-AntiIRI

St

ICA

[ )

[

RECEPTORES

[ -

St

V. Inicial

V. Final

Htes.

Final

VCM

Leucocitos

Reticulocitos

CPM alicuota

Ne Exp.

Incidencias




Anexo O

ESTUDIO HMD (5

ENZIMAS INTRAGRANULOCITARIOS

MADRE CORDON| 12 H. 2 A

ENZIMAS

C. Ceténicos

N@¢ granulos

Pureza

HK

PFK

PK

LDH

Hexosas~-P

Lactato

ATP

Fructosa 2,6 P,

Incidencias :
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ESTUDIO HMD (6)

DATOS DE LABORATORIO:

Ne® TLAB.

Tiempo M 0 60 4A 4D Mes| Mes| Mes

Glucemia

IRI

-
—
—
—t

ProIRY

-—
—
-
[ -

CPR

IRG

ed
-
——
-t

Ac-Anti-IRI

POLIGILOBULIA

Hematies

Hemoglobina

Hematocrito

Leucocitos

HbA1l

HbA

HbF

HbF1

Ferritina

Eritropoyetina

2-3 DPG

HTO (10-18 h.):
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ESTUDIO HMD (6)

ESTUDIO IONGITUDINAL SOMATOMETRICO

Mes 1|Mes 2|Mes 3|Mes 5|Mes 7|Mesl2|Otros

Peso

Longitud

P.C.

P1 SCP

P1 TRP

Pl BCP

Pl SPI

Lact. Mat.

Lact. Art.

P. Fruta (3)

P. Vegetal (5)

P. Dulce (6)

Completa (7)

Otros

Incidencias:



ANEXO 1

LISTADOS DE PROGRAMAS
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* Programa XPD001.CDB que define el primer grupo de variables.

DATA LIST FILE = ¢XPDOO1.DAT* / ORDINAL 1-3 CODIGO 4-9(A) TIPOGES 10
PATOMAT 11 MACPRECL 12 ABOPRECL 13 CONOBSCL 14 CONDIACL 15 HIPOGLU1 16
HIPOGLU2 17 HIPOGLU3 18 CETON1 19 CETON2 20 CETON3 21 HBGL1CL 22
HBGL2CL 23 HBGL3CL 24 HBGLUSCL 25 HBGLMPCL 26 ACIRIMCL 27 CUREST 28
VITFET 29 ASPLA 30 CRECFET 31 TIPORN 32 SEXRN 33 PESADEC 34 TIPOALIM 35
SGEXRNCL 36 PATORN 37 ESTUD1 38 ESTUD2 39 ESTUD4 40 ESTUD7 41
ESTINSRC 42 NUMGESY 43-44 EDADMAT 45-46 TALLAMAT 47-50(1)
PESMATH 51-54(1) PESMATT 55-58(1) PESMATIT 59-62(1) PESMAT2T 63-66(1)
PESMAT3T 67-70¢1) PESMATP 71-74(1) PESMATMX 75-78(1) PSSEMAT 79-81(1)
PSTRMAT 82-84(1) INSEX1T 85-87(2) INSEX2T 88-90(2) INSEX3T 91-93(2)
HBGLICN 94-96(1) HBGL2CN 97-99(¢1) HBGL3CN 100-102(1)
HBGLUSCN 103-105(1) HBGLMATP 106-108(1) GLEXMATP 109-112(2)
INSEXPAR 113-115(¢2) ACIRIMCN 116-119(2) GLMATP 120-122
IRIMATP 123-126(1) CPMATP 127-130(2) IRGMATP 131-135(1)
PESPLA 136-139(3) EGRN 140-142(1) PESRN 143-145(2) PESMINRN 146-148(2)
LONGRN 149-151(1) PCRN 152-154(1) PSSERN 155-157(1) PSTRRN 158-160(1)
GLCORD 161-163 IRICORD 164-167(1) CPCORD 168-171(2) IRGCORD 172-176(1)
ACIRICOR 177-179(1) HBFCORD 180-182(1) HBGLCORD 183-185(1)
HBF1COR 186-188(1) GLMINTH 189-191 IRI1H 192-195(¢1) CP1H 196-199(2)
IRG1H 200-204(1) SEMGL1H 205-208(1) PHFETY 209-211(2) EBFET 212-215(1)
VISDIAB 216-217 PESPSORN 218-221(¢3) GLUPREMX 222-224 GLUPROMP 225-227
RAZA 228.

VARIABLE LABELS ORDINAL 'Nf de orden de introduccién en archivo!/
CODIGO 'Cédigo del caso'/ TIPOGES 'Tipo de gestante' /
PATOMAT 'Patologfa materna asociada’ / MACPRECL 'Macrosomas previos' /
ABOPRECL ‘'Abortos previos' / CONOBSCL 'Control obstétrico! /
CONDIACL 'Control diabetolégico' / HIPOGLUT *Hipoglucemia trimestre 1t/
HIPOGLU2 ‘Hipoglucemia trimestre 2'/HIPOGLU3 'Hipoglucemia trimestre 3'/
CETON1 'Cetonuria trimestre 1t / CETON2 'Cetonuria trimestre 2' /
CETON3 'Cetonuria trimestre 3' / HBGLICL *HbA1 trimestre 1% /
HBGL2CL 'HbA1 trimestre 2' / HBGL3CL 'HbA1 trimestre 3' /
HBGLUSCL 'HbA1 dltima semana de embarazo' / HBGLMPCL 'HbA1 en el parto!'/
ACIRIMCL 'Anticuerpos anti-IRI maternos! / CUREST 'Curva de estriol! /
VITFET 'Vitalidad fetal' / ASPLA 'Aspecto placentario' /
CRECFET 'Crecimiento fetal' / TIPORN 'Tipo de Recién nacido! /
SEXRN 'Sexo neonatal!' / PESADEC !Adecuacién del peso neonatal! /
TIPOALIM 'Tipo de alimentacién' /
SGEXRNCL 'Administracién de glucosa parenteral! /
PATORN 'Patologfa asociada neonatal!
ESTUD1 'Estudio analftico 1% hora'/ESTUD2 'Estudio analftico dfa 2' /
ESTUD4 ‘'Estudio analftico dfa 4! / ESTUD7 ‘'Estudio analftico dfa 7' /
ESTINSRC *Estudio de receptores de insulina' /
NUMGEST 'N¢ de la gestacién actual' / EDADMAT 'Edad materna (afos)' /
TALLAMAT *'Talla materna (cm)! / PESMATH 'Pesc habitual materno (kg)!'/
PESMATT 'Peso teérico materno (kg)!' /
PESMAT1T 'Peso materno en trimestre 1 (kg)' /
PESMAT2T 'Peso materno en trimestre 2 (kg)' /
PESMAT3T 'Peso materno en trimestre 3 (kg)!' /
PESMATP 'Peso materno en el parto (kg)' /
PESMATMX 'Peso materno maximo (kg)' /
PSSEMAT tPliegue subescapular materno (mm)' /
PSTRMAT 'Pliegue tricipital materno (mm)' /
INSEX1T 'Insulina exégena trimestre 1 (ui/kg/d)' /
INSEX2T !'Insulina exégena trimestre 2 (ui/kg/d)t /
INSEX3T 'Insulina exégena trimestre 3 (ui/kg/d)! /
HBGLICN 'HbA1 trimestre 1 (%)'/HBGL2CN 'HbA1 trimestre 2 (%)' /
HBGL3CN *HbA1 trimestre 3 (%)!
HBGLUSCN 'HbA1 dGltima semana de embarazo (%)' /
HBGLMATP 'HbA1 materna en el parto (%)' /
GLEXMATP !'Glucosa parenteral en parto (mg/kg/min)' /
INSEXPAR 'Insulina exégena en dia parto (ui/kg)' /
ACIRIMCN 'Anticuerpos anti-IRI maternos (%)' /
GLMATP 'Glucemia materna en el parto (mg/dl)* /
IRIMATP 'Insulinemia materna en el parto (pU/mi)* /
CPMATP 'C-péptido materno en el parto (ng/ml)! /
IRGMATP *Glucagén materno en el parto (pg/ml)*' /
PESPLA 'Peso placentario (kg)' / EGRN 'Edad gestacional (sem.)'! /
PESRN 'Peso neonatsl (kg)' / PESMINRN 'Peso mfnimo en la 1* semana (kg)'
LONGRN t*Longitud neonatal (cm)f/PCRN 'Perfmetro craneal neonatal (cm)?/
PSSERN 'Pliegue subescapular neonatal (mm)* /
PSTRRN 'Pliegue tricipital neonatal (mm)' /
GLCORD tGlucemia en cordén (mg/dl)! /
IRICORD fInsulinemia en cordén (pU/ml)* /
CPCORD 'C-péptido en cordén (ng/ml)!' /
IRGCORD 'Glucagén en cordén (pg/mt)* /
ACIRICOR *Anticuerpos anti-IRI en cordén (%)* /
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HBFCORD 'Hemoglobina F en cordén (%)*' /

HBGLCORD 'Hemoglobina A1 en cordén (%)' /

HBF1COR 'Hemoglobina F1 en cordén (%)' /

GLMINTH ‘Glucemia mfnima en la 1! hora (mg/dl)* /
IRITH 'Insulinemia a los 60 min. (pU/ml)' /

CP1H 'C-péptido a los 60 min. (ng/ml)' /

IRG1H 'Glucagdén a los 60 min. (pg/mi)* /

SEMGL1H 'Semivida de la glucosa 1% hora (min.)' /
PHFET 'Ph en arteria umbilical® /

EBFET 'Exceso de base en arteria umbilical® /
VISDIAB 'N¢ de visitas en Disp. Diabetes' /
PESP50RN 'P50 para la E.G. (kg)'/

GLUPREMX *Glucemia mat. max. 24 h previas parto! /
GLUPROMP 'Glucemia promedio 24 h previas parto' /
RAZA 'Raza familiar'.

VALUE LABELS TIPOGES 1 'Normal' 2 'Diabética A White' 3 *Diabética A ins.?
4 '‘Diabética B,C,D...' / PATOMAT TO ABOPRECL 1 'S{' 2 'No' /
CONOBSCL 1 '> 27 sem.' 2 *> 14 sem.' 3 '> 0 sem.' 4 'No control® /
CONDIACL 1 > 27 sem.* 2 *> 14 sem.' 3 '> 0 sem.’ 4 'Preconcepcional!
5 'No control!' / HIPOGLUT1 TO CETON3 1 *'Si' 2 'No!' /

HBGL1CL TO HBGLMPCL 1 '<= 8.2%' 2 '8.3 - 9.5%' 3 > 9.5%' /
ACIRIMCL 1 1Sf (>3.6 %)* 2 'No (<3.6 %) /

CUREST 1 'Normal® 2 'Patolégica’ /

VITFET 1 'Buena' 2 'Regular' 3 'Mala‘ /

ASPLA 1 'Normal® 2 'Retrasado' / CRECFET 1 'Normal' 2 'Retrasado' /
TIPORN 1 *Normat' 2 'HMD A White' 3 'HMD A White ins.' 4 'HMD B,C,D White!
5 'Macro no HMD' / SEXRN 1 'Varén' 2 'Hembra' /

PESADEC 1 'Adecuado' 2 'Bajo peso' 3 'Elevado! /

TIPOALIM 1 'Materna' 2 'Mixta' 3 'Artificial' /

SGEXRNCL TO ESTINSRC 1 'Sf' 2 'No'/

RAZA 1 'Celtfibera' 2 'Gitana' 3 'Arabe' &4 ‘'Anglosajona' 5 'Otras' .

MISSING VALUE TIPOGES TO RAZA (0).

BRABBHERBRBRB YRR URBRRRRRRH AR RRRE AR R B R RRRER BB R U R R ARG RRR AR AR AR 0]

* Programa auxiliar XPD1AUX0.CDB para definir nuevas variables.

IF (TIPORN=1) RNTIPO=1.

IF (TIPORN=2 OR TIPORN=3) RNTIPO=2.

IF (TIPORN=4) RNTIPO=3.

IF (TIPORN=5) RNTIPO=4.

IF (TIPORN=1) KONTROL=1.

IF ((TIPORN>1 AND TIPORN<5) AND HBGLMPCL=1) KONTROL=2.

IF ((TIPORN>1 AND TIPORN<5) AND HBGLMPCL>1) KONTROL=3.

IF (TIPORN=5) KONTROL=4.

VARIABLE LABELS RNTIPO !'Tipo de Recién Nacido'/
KONTROL 'Control materno por HbA1 parto’.

VALUE LABELS RNTIPO 1 'Normal' 2 'HMD tipo A de White' 3 'HMD B,C y D White!
4 'Macrosomas!/KONTROL 1 *R.N. normal' 2 'HMD con HbA1s<8.2!
3 'YHMD con HbA1>8.2' 4 'Macrosoma no HMD!'.

FORMATS RNTIPO KONTROL (F1.0).

MISSING VALUE RNTIPO KONTROL (0).

RUBRUBURUBBARR R BRRBRUBRUR AR ERRER AR REN U BB UGB R AR RRBRR R BB AR BB BB AR H#

* Programa auxiliar XPD1AUX1.CDB para el célculo de fndices somatométricos.
COMPUTE SCMAT=(0.024256*(TALLAMAT**0.3964)*(PESMATH**0.5378)).
COMPUTE IMCMAT=(PESMATH/((TALLAMAT/100)**2)).
COMPUTE RPMATEO=((PESMATH-PESMATT)/PESMATT)*100.
COMPUTE INCPESM=PESMATMX-PESMATH.
COMPUTE RPLARN=PESPLA/PESRN.
COMPUTE SCRN=(0.024256*(LONGRN**0.3964)*(PESRN**0.5378)).
COMPUTE IMCRN=(PESRN/((LONGRN/1G0)**2)).
COMPUTE RDPS5ORN=((PESRN-PESP50RN)/PESP50RN)*100.
COMPUTE PERPESRN=((PESRN-PESMINRN)/PESMINRN)*100.
VARIABLE LABELS SCMAT !Superficie Corporal materna (m2?)!/
IMCMAT 'Indice Masa Corporal materno (*100)'/
RPMATEO 'Desviacién % del peso teérico materno'/
INCPESM 'Incremento de peso materno (kg)'/
RPLARN 'Relacién placento/neonatal'/
SCRN 'Superficie Corporal neonatal (m2?)!/
IMCRN t'Indice Masa Corporal neonatal (*100)*'/
RDP50RN 'Desviacién % del P50 para E.G'/
PERPESRN 'Pérdida X de peso 1! semana'.
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FORMATS SCMAT SCRN IMCMAT IMCRN (F6.4) RPLARN (F4.2)
RPMATEO INCPESM RDPS50RN PERPESRN (F4.1).
MISSING VALUE SCMAT TO PERPESRN (0).

HRUHBERBRBRARHBRABRBHRURB R R RARA AR HR AR ER B ARG HBHR AR RRBRER R R R AR BUBH AR BB UR B 1Y

* programa auxiliar XPD1AUX2.CDB para cédlculo de ratios molares.

COMPUTE RIRIGMP=(IRIMATP/GLMATP)*12.42.

COMPUTE RCPGMP=(CPMATP/GLMATP)*595.8.

COMPUTE RIRGGMP=(IRGMATP/GLMATP)*0.52.

COMPUTE RIRICPMP=(IRIMATP/CPMATP)*0,0208.

COMPUTE RIRIRGMP=(IRIMATP/IRGMATP)*24.04.

COMPUTE RCPIRGMP=(CPMATP/IRGMATP)*1153.31.

COMPUTE RIRIGSC=(IRICORD/GLCORD)*12.42.

COMPUTE RCPGSC=(CPCORD/GLCORD)*595.8.

COMPUTE RIRGGSC=(IRGCORD/GLCORD)*0.52.

COMPUTE RIRICPSC=(IRICORD/CPCORD)*0.0208.

COMPUTE RIRIRGSC=(IRICORD/IRGCORD)*24.04.

COMPUTE RCPIRGSC=(CPCORD/IRGCORD)*1153.31.

COMPUTE RIRIGIH=CIRITH/GLMINTH)*12.42.

COMPUTE RCPGTH=(CPIH/GLMINTH)*595.8.

COMPUTE RIRGGTH=(IRGI1H/GLMIN1H)*0.52.

COMPUTE RIRICPiH=(IRITH/CP1H)*0.0208.

COMPUTE RIRIRGTH=(IRITH/IRGTH)*24.04,

COMPUTE RCPIRGTH=(CP1H/IRG1H)*1153.31.

COMPUTE GLUDES=GLCORD-GLMIN1H.

COMPUTE GLUDESP=((GLCORD-GLMIN1H)/GLCORD)*100.

COMPUTE IRIVAR1=IRICORD-IRI1H.

COMPUTE IRIVARTP=((IRICORD-IRITH)/IRICORD)*100.

COMPUTE CPVAR1=CPCORD-CP1H.

COMPUTE CPVAR1P=((CPCORD-CP1H)/CPCORD)>*100.

COMPUTE IRGVAR1=IRGTH-IRGCORD.

COMPUTE IRGVARTP=((IRG1H-IRGCORD)/IRGCORD)*100.

VARIABLE LABELS RIRIGMP 'Ratio IRI/Gl materna (*10°-8)'/

RCPGMP *Ratio CP/Gl materna (*10°-8)'/

RIRGGMP 'Ratio IRG/Gl materna (*10°-8)'/

RIRICPMP 'Ratio IRI/CP materna'/

RIRIRGMP *Ratio IRI/IRG materna'!/RCPIRGMP tRatio CP/IRG materna'/
RIRIGSC 'Ratio IRI/GL en corddn (*10°-8)'/

RCPGSC ‘Ratio CP/GlL en cordén (*10°-8)'/

RIRGGSC 'Ratio IRG/Gl en cordén (*10°-8)'/

RIRICPSC 'Ratio IRI/CP en cordén'/

RIRIRGSC 'Ratio IRI/IRG en cordén!/RCPIRGSC 'Ratio CP/IRG en cordén'/
RIRIGIH 'Ratio IRI/Gl a los 60 min (*10°-8)'/

RCPG1H ‘'Ratio CP/Gl a los 60 min (*10°-8)'/

RIRGG1H ‘'Ratio IRG/GL a los 60 min (*10°-8)‘/

RIRICP1H 'Ratio IRI/CP a los 60 min'/

RIRIRG1K 'Ratio IRI/IRG a los 60 min'/

RCPIRG1H 'Ratio CP/IRG a lLos 60 min'/

GLUDES 'Descenso glucémico'/GLUDESP !'Descenso % de la glucosa'/
IRIVARY 'Variacién de la IRI 12 H'/

IRIVARTP 'Variacién % de la IRI 11 H!/CPVAR1 *Variacién del CP 11 Hi/
CPVAR1P 'variacién % del CP 1* H'/IRGVAR1 'Variacién del IRG 11 H'/
IRGVARIP 'Variacién % del IRG 1% H'.

FORMATS RIRIGMP RCPGMP RIRGGMP RIRIGSC RCPGSC RIRGGSC RIRIGTH RCPG1H
RIRGGTIH (FB.5) RIRICPMP RIRIRGMP RCPIRGMP RIRICPSC RIRIRGSC RCPIRGSC
RIRICP1H RIRIRG1H RCPIRG1H (F7.4) GLUDES (F3.0) IRIVAR1T IRGVAR1 (F4.1)
CPVART IRIVAR1TP CPVAR1TP IRGVARIP (F4.2).

MISSING VALUE RIRIGMP TO GLUDES (0).

RBHURURHR AR AR R U R R AR U R R R A RHRRR U R R B R R R AR AR RABH R R AR BB

* pPrograma auxiliar XPD1AUX3.CDB para andlisis de las variaciones entre las
ratios molares durante la 1! hora de vida.

COMPUTE RIRIGAT=(RIRIGIH - RIRIGSC).

COMPUTE RIRIGP1=((RIRIGIH - RIRIGSC)/RIRIGSC) * 100.

COMPUTE RCPGA1=(RCPG1H -~ RCPGSC).

COMPUTE RCPGP1=((RCPG1H - RCPGSC)/RCPGSC) * 100.

COMPUTE RIRGGAT=(RIRGG1H - RIRGGSC).

COMPUTE RIRGGP1=((RIRGG1H - RIRGGSC)/RIRGGSC) * 100.

COMPUTE RIRICPA1=(RIRICP1IH - RIRICPSC).

COMPUTE RIRICPP1=((RIRICP1H - RIRICPSC)/RIRICPSC) * 100.

COMPUTE RIRIRGA1=(RIRIRGIH - RIRIRGSC).
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COMPUTE RIRIRGP1=((RIRIRG1H - RIRIRGSC)/RIRIRGSC) * 100.

COMPUTE RCPIRGA1=(RCPIRG1H - RCPIRGSC).

COMPUTE RCPIRGP1=((RCPIRGIH - RCPIRGSC)/RCPIRGSC) * 100.

VARIABLE LABELS
/RIRIGA1 'Ratio IRI/Glucosa : variacién 12 h.!
/RIRIGP1 'Ratio IRI/Glucosa : variacién % 1% h.!
/RCPGA1 'Ratio CPR/Glucosa : variacién 12 h.!
/RCPGP1 'Ratio CPR/Glucosa : variacién % 11 h.!
/RIRGGA1 'Ratio IRG/Glucosa : variacién 1% h,?
/RIRGGP1 'Ratio IRG/Glucosa : variacién % 1 h.!
/RIRICPA1 'Ratio IRI/CPR variacién 1% h.!
/RIRICPP1 'Ratio IRI/CPR variacién ¥ 11 h.?
/RIRIRGA1 'Ratio IRI/IRG : variacién 1t h.!
/RIRIRGP1 ‘'Ratio IRI/IRG variacién % 12 h,t
JRCPIRGA1 'Ratio CPR/IRG varjacién 1 h.!
/RCPIRGP1 ‘Ratio CPR/IRG : variacién % 1% h.'.

FORMATS RIRIGA1 TO RCPIRGP1 (F7.4).

HURBHUBRBHBHE BB HRYBHBRBHBRBH U R U H BB HER R R R R R H R R U R R R R AR AR R A R R G RHR AN

* programa auxiliar XPD1AUX4.CDB para reagrupar los recién nacidos.
SET PRINTER=OFF LISTING=OFF WIDTH=80.
IF (RNTIPO=1) MACTIPO=1.
1F (PESADEC<3 AND (RNTIPO=2 OR RNTIPO=3)) MACTIPO=2.
IF (PESADEC=3 AND (RNTIP0O=2 OR RNTIPO=3)) MACTIPO=3.
IF (RNTIPO=4) MACTIPO=4.
IF (PESADEC<3) MACTIPO2=1.
IF (PESADEC=3) MACTIPO2=2.
IF (RNTIPO=1) TIPRN=1,
IF (RNTIPO=2 OR RNTIPO=3) TIPRN=2.
IF (RNTIPO=4) TIPRN=3.
IF (HBGL3CL<2) KONTROL3=1.
IF (HBGL3CL>1) KONTROL3=2.
IF (HBGLUSCL<2) KONTROLU=1,
IF (HBGLUSCL>1) KONTROLU=Z2.
IF (MACTIPO=1) MACTIPOE=1.
IF (MACTIPO=4) MACTIPOE=2.
IF (MACTIPO=3) MACTIPOE=3.
VARIABLE LABELS MACTIPO TO MACTIPOE 'Tipo de Recién Nacido'.
VALUE LABELS MACTIPO 1 'Normal' 2 'HMD no macrosoma' 3 'HMD macrosoma’
4 'Macrosoma no HMD'
/JMACTIPO2 1 'No macrosoma' 2 'Macrosoma'
/TIPRN 1 'Normal! 2 'HMD'3 'Macrosoma‘'
/XONTROL3 KONTROLU 1 'Bueno' 2 'Malo’
/MACTIPOE 1'Normalt! 2 *Macrosoma’ 3 'Macrosoma HMD'.
FORMATS MACTIPO TO MACTIPOE (F1.0).

HRUBREBUBRRHBRBH R HURUR N B R G U RBR AR A BH R B AR BB HBH G R R B R B R R R RUR AR R0

* Programa XPD002.CDB que define el segundo grupo de variables.
DATA LIST FILE='XPDOO2.DAT'/ORDINAL 1-3 CODIGO 4-9(A) GL2A 10-12
IRI2A 13-16(¢1) CP2A 17-20(2) IRG2A 21-25(1) GLMAXZ2 26-28 GL2D 29-31
IRI2D 32-35(¢1) CP2D 36-39(2) IRG2D 40-44(1) ESTGL2 45-50(1) GL4A 51-53
IRI4A 54-57(1) CP4A 58-61(2) IRGAA 62-66(1) GLMAX4 67-69 GL4D 70-72
IRI4D 73-76(1) CP4D 77-80(2) IRG4D 81-85(1) ESTGL4L 86-91(1) GL7A 92-94
IRI7A 95-98(¢1) CP7A 99-102(2) IRG7A 103-107(1) GLMAX7 108-110 GL7D 111-113
IRI7D 114-117(1) CP7D 118-121(2) IRG7D 122-126(1) ESTGL7 127-132(1)
HBF4 133-135(¢1) HBGLG 136-138(1) HBF14 139-141(1).
VARIABLE LABELS ORDINAL 'N¢ de orden!'/CODIGO 'Codificacién'/
GL2A *‘Glucemia basal dfa 2'/IRI2A 'Insulina basal dfa 2'/
CP2A 'C-péptido basal dfa 2'/IRG2A 'Glucagén basal dfa 2'/
GLMAX2 'Glucémia maxima dfa 2'/GL2D 'Glucemia final dfa 2'/
IRI2D '"Insulina final dfa 2'/CP2D 'C-péptido final dfa 2'/
IRG2D 'Glucagén final dfa 2'/ESTGL2 ‘Estimulo glucémico dfa 2'/
GL4A 'Glucemia basal dfa 4'/ IRI4A 'Insulina basal dfa 41/
CP4A 'C-péptido basal dfa 4'/IRG4A 'Glucagén basal dfa 4!/
GLMAX4 'Glucemia maxima dfa 4'/GL4D 'Glucemia final dfa 4'/
IR14D tInsulina final dfa 4'/CP4D 'C-péptido final dfa 4%/
IRG4D 'Glucagén final dfa 4'/ESTGL4 ‘Estimulo glucémico dfa 4'/
GL7A 'Glucemia basal dfa 7'/IRI7A 'Insulina basal dfa 7'/
CP7A 'C-péptido basal dfa 7'/IRG7A *Glucagon basal dfa 7!/
GLMAX7 'Glucemia maxima dfa 7'/GL7D 'Glucemia final dfa 7'/
IRI7D 'Insulina final dfa 7'/CP7D 'C-péptido final dfa 7'/
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IRG7D 'Glucagén final dfa 7'/ESTGL7 'Estimulo glucémico dfa 7'/
HBF4 'HbF dfa 4'/HBGL4 'HbA1 neonatal dfa 4'/HBF14 'HbF1 dfa 4°'.
MISSING VALUE GL2A TO HBF14 (0).

HRBBEUBRBRURRBRER AR AR R B RR U R BRRUR B R R AR B R RHR R B HERHER BB G RRR R R R R U R Y

* pPrograma XPD2AUX0.CDB para célculo de variaciones hormonales.

COMPUTE IRIVARZ2=IRIZD-IRIZA.

COMPUTE IRIVAR2P=((IRIZ2D-IRIZ2A)/IRI2A)*100.

COMPUTE CPVAR2=CP2D-CP2A.

COMPUTE CPVAR2P=((CP2D-CP2A)/CP2A)*100.

COMPUTE IRGVAR2=1RGZ2D-1IRG2A.

COMPUTE IRGVAR2P=((IRG2D-1RG2A)/IRG2A)*100.

COMPUTE IRIVAR&4=IRI4LD-IRI4A.

COMPUTE IRIVAR4P=((IRI4D-IRI4A)/IRI&A)*100.

COMPUTE CPVAR4=CP4D-CP4A.

COMPUTE CPVAR4P=((CP4D-CP4A)Y/CP4GAY*100.

COMPUTE IRGVAR4=IRG4D-IRG&A.

COMPUTE IRGVAR4P=((IRG4D-IRG4A)/IRG4A)*100.

COMPUTE IRIVAR7=IRI7D-IRI7A.

COMPUTE IRIVAR7P=((IRI7D-IRI7A)/IRI7A)*100.

COMPUTE CPVAR7=CP7D-CP7A.

COMPUTE CPVAR7P=((CP7D-CP7A)/CP7A)*100.

COMPUTE IRGVAR7=IRG7D-IRG7A.

COMPUTE IRGVAR7P=((IRG7D-IRG7A)/IRG7A)*100.

VARIABLE LABELS IRIVAR2 ‘Incremento de IRI! dfa 2¢/
IRIVAR2P !'Incremento % de IR1 dfa 2'/CPVAR2 'Incremento de CP dfa 2'/
CPVARZ2P ‘Incremento % de CP dia 2'/IRGVARZ2 'Incremento de IRG dfa 2!/
IRGVAR2P ‘'Incremento % de IRG dfa 2%/IRIVAR4 'Incremento de IRI dfa 4'/
IRIVAR4P 'Incremento % de IRI dfa 4!'/CPVAR4 !'Incremento de CP dfa &4'/
CPVAR4P 'Incremento % de CP dfa 4'/IRGVAR4 'Incremento de IRG dfa 4'/
IRGVAR4P 'Incremento % de IRG dfa 4'/IRIVAR7 'Incremento de IRI dfa 7'/
IRIVAR7P 'Incremento % de IRl dfa 7'/CPVAR7 'Incremento de CP dfa 7'/
CPVAR7P 'Incremento % de CP dfa 7!'/IRGVAR7 'Incremento de IRG dfa 7%/
IRGVAR7P 'Incremento % de IRG dia 7',

FORMATS IRIVAR2 IRGVAR2 IRIVAR4 IRGVAR4 IRIVAR7 IRGVAR7 (Fé&4.1)
CPVAR2 CPVAR4 CPVAR7 IRIVAR2P CPVARZ2P IRGVARZP IRIVAR4P CPVAR4P IRGVAR4P
IRIVAR7P CPVAR7P IRGVAR7P (F4.2).
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* Programa auxiliar XPD2AUX1.CDB para calculo de ratios molares.
COMPUTE RIRIG2A=((IRI2A/GL2A)*12.42).
COMPUTE RCPG2A=((CP2A/GL2A)*595.8).
COMPUTE RIRGG2A=((IRG2A/GL2A)*0.52).
COMPUTE RIRICP2A=((IRI2A/CP2A)*0.0208).
COMPUTE RIRIRG2A=((IRI2A/IRG2A)*24.04).
COMPUTE RCPIRG2A=((CP2A/IRG2A)*1153.31).
COMPUTE RIRIG2D=((IRI2D/GL2D)*12.42).
COMPUTE RCPG2D=((CP2D/GLMAX2)*595.8).
COMPUTE RIRGG2D=((IRG2D/GL2D)*0.52).
COMPUTE RIRICP2D=((IRI12D/CP2D)*0.0208).
COMPUTE RIRIRGZ2D=((IRI2D/IRG2D)*24.04).
COMPUTE RCPIRG2D=((CP2D/IRG2D)*1153.31).
COMPUTE RIRIG4A=((IRI4A/GL4AY*12.42).
COMPUTE RCPG4A=((CP4A/GL4AY*595.8).
COMPUTE RIRGG4A=((IRG4A/GL4AY*0.52).
COMPUTE RIRICP4A={(IRI4LA/CP4LAY*0.0208).
COMPUTE RIRIRG4A=((IRI4A/IRG4A)*24.04).
COMPUTE RCPIRG4A=((CP4A/IRG4AY*1153.31).
COMPUTE RIRIG4D=((IRI4D/GL4D)*12.42).
COMPUTE RCPG4D=((CP4D/GLMAX4)*595.8).
COMPUTE RIRGG4D=((IRG4D/GL4D)*0.52).
COMPUTE RIRICP4D=((IR14D/CP4D)*0.0208).
COMPUTE RIRIRG4D=((IRI4D/IRG4D)*24.04).
COMPUTE RCPIRG4D=((CP4D/1RG4D)*1153.31).
COMPUTE RIRIG7A=((IRI7A/GL7A)*12.42).
COMPUTE RCPG7A=((CP7A/GL7A)*595.8).
COMPUTE RIRGG7A=((IRG7A/GL7A)*0.52).
COMPUTE RIRICP7A=((IRI7A/CP7A)*0.0208).
COMPUTE RIRIRG7A=((IRI7A/IRG7AY*24.04).
COMPUTE RCPIRG7A=((CP7A/IRG7A)*1153.31).
COMPUTE RIRIG7D=((IRI7D/GL7D)*12.42).
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COMPUTE RCPG7D=((CP7D/GLMAX7)*595.8).

COMPUTE RIRGG7D=((IRG7D/GL7D)>*0.52).

COMPUTE RIRICP7D=((IRI7D/CP7D)*0.0208).

COMPUTE RIRIRG7D=((IRI7D/IRG7D)*24.04).

COMPUTE RCPIRG7D=((CP7D/IRG7D)*1153.31).

VARIABLE LABELS RIRIG2A 'Ratio IRI/Gl 2A (*10°-8)'/

RCPG2A 'Ratio CP/GL 2A
RIRICP2A 'Ratio IRI/CP
RCPIRG2A 'Ratio CP/IRG
RCPG2D 'Ratio CP/GL 2D
RIRICP2D ‘'Ratio IRI/CP
RCPIRG2D 'Ratio CP/IRG
RCPG4A 'Ratio CP/GL 4A
RIRICP4A 'Ratio IR1/CP
RCPIRG4A 'Ratio CP/IRG
RCPG4D 'Ratio CP/GL 4D
RIRICP4D 'Ratio IRI/CP
RCPIRG4D 'Ratio CP/IRG
RCPG7A 'Ratio CP/GLl 7A
RIRICP7A 'Ratio IRI/CP
RCPIRG7A 'Ratio CP/IRG
RCPG7D 'Ratio CP/Gl 7D
RIRICP7D 'Ratio IRI/CP
RCPIRG7D *'Ratio CP/IRG

(*10°-8)'/RIRGG2A 'Ratio IRG/GL 2A (*10°-8)'/
2A'/ RIRIRG2A 'Ratio IRI/IRG 2A' /

2A'/ RIRIG2D 'Ratio IRI/GL 2D (*10°-8)'/
(*10°-8)'/RIRGG2D 'Ratio IRG/Gl 2D (*10°-8)'/
2D' / RIRIRG2D 'Ratio IRI/IRG 2D* /

2D'/ RIRIG4A 'Ratio IRI/GL 4A (*10°-8)'/
(*10°-8)'/RIRGG4A 'Ratio IRG/GL 4A (*10°-8)1/
4A' / RIRIRG4A 'Ratio IRI/IRG 4A'/

4A' / RIRIG4D ‘'Ratio IRI/GL (*10°-8)'/
(*10°-8)*/RIRGG4D *Ratio IRG/GL (*10°-8)'/
4D'/ RIRIRG4D 'Ratio IRI/IRG 4D'/

4D'/ RIRIG7A 'Ratio IRI/GL 7A (*10°-8)'/
(*10°-8) ' /RIRGG7A *Ratio IRG/GL 7A (*10°-8)/
7A'/RIRIRG7A 'Ratio IRI/IRG 7A'/

7A'/RIRIG7D ‘'Ratio IRI/GL 7D (*10°-8)'/
(*10°-8)*/RIRGG7D 'Ratio IRG/GL 7D (*10°-8)'/
7D'/RIRIRG7D 'Ratio IRI/IRG 7D'/

70,

FORMATS RIRIG2A RCPG2A RIRGGZA RIRIG2D RCPG2D RIRGG2D RIRIGA4A RCPG4LA
RIRGG4A RIRIGAD RCPG4D RIRGGAD RIRIG7A RCPG7A RIRGG7A RIRIG7D RCPG7D
RIRGG7D (F8.5) RIRICP2A RIRIRGZ2ZA RCPIRG2A RIRICP2D RIRIRG2D RCPIRGZ2D
RIRICP4A RIRIRG4A RCPIRGAA RIRICP4D RIRIRGAD RCPIRG4D RIRICP7A
RIRIRG7A RCPIRG7A RIRICP7D RIRIRG7D RCPIRG7D (F7.4).

MISSING VALUE RIRIG2A TO RCPIRG7D (0).

REABRURURABH BB R R A R B R R R AR BB H R B AR R R R BB R R R R R R R HR AR H R R R AR U #

* Programa auxiliar XPD2AUX2.CDB para comparacién de SOG.
COMPUTE SOGRAT1=(ESTGL7/ESTGL2).
COMPUTE SOGRAT2=(ESTGL4/ESTGL2).
COMPUTE SOGRAT3=(ESTGL7/ESTGL4).
VARIABLE LABELS SOGRAT1 'Ratio SOG dfa 7/dfa 2'/
SOGRAT2 'Ratio SOG dfa 4/dfa 2'/SOGRAT3 'Ratio SOG dfa 7/dfa &4!'.
FORMATS SOGRAT1 SOGRAT2 SOGRAT3 (F5.2).
MISSING VALUE SOGRAT1 TO SOGRAT3 (0).

RERURURBRRBRERGRURABHERRRGRUR BB U BUERBRURRERRAURBEBEARN G B RER B RABHEB R AR AR Y

* Programa XPD1RO01.CNT para estudio de frecuencias y normalidades.
SET WIDTH=80 LISTING=*XPD1ROO1.RST!.
TITLE 'Andlisis descriptivo global y pruebas de normalidad*.
FREQUENCIES VARIABLES=RNTIPO SEXRN PESADEC KONTROL RAZA/HISTOGRAM.
FREQUENCIES VARIABLES=NUMGEST TO PESMATH PESMATMX TO PSTRMAT HBGLICN TO
HBGLMATP GLMATP TO IRGCORD HBFCORD GLMIN1H TO EBFET
/FORMAT=NOTABLE
/PERCENTILES=3 10 90 97
/STATISTICS=ALL.
NPAR TESTS K-S(NORMAL)=NUMGEST TO PESMATH PESMATMX TO PSTRMAT HBGL1CN TO
HBGLMATP GLMATP TO IRGCORD HBFCORD GLMIN1H TO EBFET.
SET LISTING='XPD1R001.TB1".
COMPUTE X=1.
VARIABLE LABELS X ' ¢,
VALUE LABELS X 1 ',
TABLES / FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.')
2ERQ CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo global®
/FTOTAL=T1 !Total?
/TABLE=(RNTIPO+PESADEC) BY X
/STATISTICS=COUNT('N2 de casos') CPCT((PCT7.2)'Porcentaje')
/TTITLE=LEFT 'Caracterfsticas principales de la muestra’
/TABLE=(RAZA+T1) BY X
/STATISTICS=COUNT(*'N2 de casos') CPCT((PCT7.2)'Porcentaje')
/TTITLE=LEFT 'Composicién racial de la muestra'
/TABLE=(KONTROL+T1) BY X
/STATISTICS=COUNT('N® de casos') CPCT((PCT7.2)'Porcentaje’)
JTTITLE=LEFT 'Consideracién sobre el control materno!
/TFOOTNOTE=LEFT '(Lfmite superior de normalidad para HbA1 : 8.2%)'.
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SET LISTING=*XPD1R001.TB2'.
TABLES / FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.')

2ERO CWIDTH(20)

JPTITLE=LEFT 'Analisis descriptivo global!

JFTOTAL=T1 'Total?®

/OBSERVATION=NUMGEST TO PESMATH PESMATP TO PSTRMAT HBGL1CN TO
HBGLMATP PESPLA

/TABLE=(EDADMAT+NUMGEST+TALLAMAT)

/STATISTICS=VALIDN('N® de casos') MEAN{'Media') SEMEAN('Error estandar')
STDDEV('Desv. estdndar') VARIANCE('Varianza') MEDIAN('Mediana')

MODE( 'Moda') MAXIMUM('Valor méximo') MINIMUM('Valor minimo')

RANGE('Intervalo!')
JTTITLE=LEFT 'Variabilidad general de los datos maternos!
/TABLE=(PESMATH+PESMATMX+PESMATP)

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') VARIANCE('Varianza') MEDIAN('Mediana‘')
MODE('Moda') MAXIMUM('Valor maximo') MINIMUM('Valor minimo')
RANGE('Intervalo')

/TTITLE=LEFT 'Variabilidad de datos somatométricos maternos!

/TABLE=(PSSEMAT+PSTRMAT+PESPLA)

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. estandar') VARIANCE(!Varianza'’) MEDIAN('Mediana'’)
MODE('Moda') MAXIMUM(!'Valor maximo') MINIMUM{('Valor minimo')
RANGE('Intervalo')

/TTITLE='"Variabilidad de datos somatométricos maternos y placentarios!

/TABLE=(HBGL1CN+HBGL2CN+HBGL3CN+HBGLMATP)

/STATISTICS=VALIDN('N® de casos') MEAN('Media‘') SEMEAN('Error estandar!')
STDDEV('Desv. estdndar') MEDIAN('Mediana’) MAXIMUM('Valor méximo')
MINIMUM('Valor minimo') RANGE('Intervalo')

/TTITLE=LEFT 'Variabilidad de las hemoglobinas glucosiladas (%)'.

SET LISTING=!'XPD1R0O0O1.TB3*.
TABLES / FORMATS MARGIN(15,79) LENGTH(3,62) BOX BOLD LEADER('.')

ZERO CWIDTH(20)

/PTITLE=LEFT 'Andlisis descriptivo global®
/FTOTAL=T1 'Total!

/OBSERVATION=GLMATP TO IRGCORD

J/TABLE=(GLMATP+IRIMATP+CPMATP+IRGMATP) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar!')
STDDEV('Desv. estéandar') MEDIAN('Mediana') MAXIMUM('Valor maximo')
MINIMUM('Valor mfnimo!) RANGE(!Intervalo!')

JTTITLE=LEFT ‘vVariabilidad de parametros metabélicos maternos!
/TABLE=(EGRN+PESRN+PESMINRN+LONGRN) BY (SEXRN+T1)

/STATISTICS=VALIDN('N® de casos'!) MEAN('Media') SEMEAN('Error esténdar!')
STDDEV('Desv. estandar') MEDIAN('Mediana') MAXIMUM('Valor maximo')
MINIMUM('Valor mfnimo') RANGE('Intervalo')

JTITITLE=LEFT 'Variabilidad de parédmetros somatométricos neonatales'
/TABLE=(PCRN+PSSERN+PSTRRN) BY (SEXRN+T1)

/STATISTICS=VALIDN('N®? de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. esténdar') MEDIAN('Mediana') MAXIMUM('Valor méximo')
MINIMUM('Valor minimo') RANGE('Intervalo?)

/TTITLE=LEFT t!vVariabilidad de parémetros somatométricos neonatales'
JTABLE=(GLCORD+IRICORD+CPCORD+IRGCORD) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar!)
STDDEV('Desv. estandar') MEDIAN('Mediana') MAXIMUM('Valor maximo!')
MINIMUM('Valor mfnimo') RANGE('Intervalo')

/ITITLE=LEFT 'Variabilidad de parédmetros metabélicos en cordén'.
SET LISTING='XPD1R001.TB4!".
TABLES / FORMATS MARGIN(C15,79) LENGTH(3,62) BOX BOLD LEADER('.')

ZERD CWIDTH(20)

/PTITLE=LEFT *Andlisis descriptivo global®
/FTOTAL=T1 'Total®
/OBSERVATION=GLMINTH TO EBFET

/TABLE=(GLMINTH+IRITH+CP1H+IRGTH) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar!)
STDDEV('Desv. esténdar') MEDIAN('Mediana') MAXIMUM('Valor méximo!')
MINIMUM('Valor mfnimo') RANGE('Intervalo!')

/TTITLE=LEFT 'Variabilidad de parametros metabélicos a los 60 min.'
/TABLE=(SEMGL1H+PHFET+EBFET) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. esténdar') MEDIAN('Mediana‘') MAXIMUM('Valor méximo')
MINIMUM('Valor mfnimo') RANGE('Intervalo!')

/TTITLE=LEFT 'variabilidad de parémetros metabélicos neonatales'.
GRAPH/PIE=COUNT BY RNTIPO/OQUTFILE='RNTIPO.CHT'/HOLD.
GRAPH/PIE=COUNT BY PESADEC/OUTFILE='PESADEC.CHT!'/HOLD.
GRAPH/PIE=COUNT BY KONTROL/OUTFILE='KONTROL.CHT'/HOLD.
GRAPH/PIE=COUNT BY SEXRN/OUTFILE='SEXRN.CHT'/HOLD.
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* programa XPD1RO02.CNT para andlisis descriptivo en la 1* hora de vida.

SET PRINTER=OFF WIDTH=80.

TITLE 'Anélisis descriptivo de la primera hora de vida'.

SUBTITLE 'Estudio limitado a R.N. normales y HMD'.

SELECY IF (RNTIPO LT 4).

SET LISTING='XPD1R002.RS1'.

MEANS TABLES=GLCORD TO IRGCORD GLMINTH TO EBFET BY RNTIPO KONTROL/STA=ALL.

SET LISTING='XPD1R002.TB1*.

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo en los R.N. normales y HMD!'
JOBSERVATION=GLCORD TO IRGCORD GLMIN1H TO EBFET

/TABLE=(GLCORD+IRICORD+CPCORD+IRGCORD) BY RNTIPO
/STATISTICS=VALIDN(*N® de casos') MEAN('Mediat') SEMEAN('Error esténdar')
STDDEV('Desv. estédndar') MEDIAN('Mediana')
JTTITLE=LEFT 'Situacién metab6élica neonatal en cordén segin tipo R.N.'
JTABLE=(GLMINTH+IRITH+CP1H+IRG1H) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTTITLESLEFT *Situacién metabélica neonatal a los 60 m. segin tipo R.N.!
/TABLE=(SEMGL1H+PHFET+EBFET) BY RNTIPO
/STATISTICS=VALIDN('N? de casos') MEAN('Media‘') SEMEAN('Error estandar!')
STDDEV{'Desv. esténdar!) MEDIAN('Mediana')
/JTTITLE=LEFT 'Situacién metabélica neonatal segin tipo R.N.'.

SET LISTING=*XPD1R002.TB2'.

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo en los R.N. normales y HMD!'
JOBSERVATION=GLCORD TO IRGCORD GLMIN1H TO EBFET

/TABLE=(GLCORD+IRICORD+CPCORD+IRGCORD) BY KONTROL
JSTATISTICS=VALIDN('N¢ de casos') MEAN('Media') SEMEAN('Error estéandar')
STDDEV('Desv. estédndar') MEDIAN('Mediana')
JITITLE=LEFY 'Situacién metabélica neonatal en cordén segin control!
/TABLE=(GLMINTH+IRITH+CP1H+IRGTH) BY KONTROL
JSTATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estédndar') MEDIAN('Mediana')
JTTITLE=LEFT 'Situacién metabdlica neonatal a los 60 m. segin control!
/TABLE=(SEMGLTH+PHFET+EBFET) BY KONTROL
JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana?')
JTTITLE=LEFT 'Situacién metabélica neonatal segln control'.

SET LISTING='XPD1R002.7B3",

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Analisis descriptivo en los R.N. normales y HMD'
/OBSERVATION=GLMATP TO IRGMATP

JTABLE=(GLMATP+IRIMATP+CPMATP+IRGMATP) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTTITLE=LEFT 'Situacién metab6lica materna segin tipo de R.N.!
/TABLE=(GLMATP+IRIMATP+CPMATP+IRGMATP) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!)
STDDEV('Desv. estédndar') MEDIAN('Mediana‘)
JTTITLE=LEFT 'Situacién metabélica materna segtin control!'.

SET LISTING='XPD1R002.RS2'.

MEANS TABLES=GLMATP TO IRGMATP BY RNTIPO KONTROL/STA=ALL.

SET LISTING=OFF.

GRAPH BAR=MEAN(GLMATP GLCORD GLMIN1H) BY RNTIPO/OUTFILE='GLUITIP.CHT'/HOLD.

GRAPH BAR=MEANCIRIMATP IRICORD IRITH) BY RNTIPO/OUTFILE='IRITTIP.CHT'/HOLD.

GRAPH BAR=MEAN(CPMATP CPCORD CP1H) BY RNTIPO/OUTFILE='CPITIP.CHT'/HOLD.

GRAPH BAR=MEAN(CIRGMATP IRGCORD IRG1H) BY RNTIPO/OUTFILE='IRGITIP.CHT'/HOLD.

GRAPH BAR=MEAN(GLMATP GLCORD GLMIN1H) BY KONTROL/OUTFILE='GLUICON.CHT'/HOLD.

GRAPH BAR=MEAN(IRIMATP IRICORD IRITH) BY KONTROL/OUTFILE='IRITCON.CHT!/HOLD.

GRAPH BAR=MEAN(CPMATP CPCORD CP1H) BY KONTROL/QUTFILE='CP1CON.CHT'/HOLD.

GRAPH BAR=MEAN(IRGMATP IRGCORD IRG1H) BY KONTROL/OUTFILE='IRGI1CON.CHT'/HOLD.

RRRUR R R R BB UR R E R H B R R AR H R R B R ERUR U R R BB R R BB AT R BB RUBHBHERARRR AU

* Programa XPD1RO0O3.CNT para estudio descriptivo de variables calculadas.
* Limitado a la 1* hora de vida.

SET WIDTH=80 LISTING=!XPD1R0OO3.RST"'.

TITLE 'Andlisis descriptivo de la primera hora de vida'.

SUBTITLE 'Estudio limitado a R.N. normales y HMD?',

SELECT IF (RNTIPO LT 4).

MEANS TABLES=RIRIGMP TO IRGVAR1P BY RNTIPO KONTROL /STA=ALL.

SET LISTING=OFF.
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* programa XPD1R0O04.CNT para estudio de caracterfsticas somatométricas.
SET WIDTH=80 PRINTER=OFF.
TITLE 'Andlisis descriptivo de los parametros somatométricos'.
SUBTITLE 'Estudio lLimitado a R.N. normales y HMD'.
SELECT IF (RNTIPO LT 4).
SET LISTING='XPD1RO04.RST*.
MEANS TABLES=NUMGEST TO PESMATH PESMATMX TQ PSTRMAT HBGL3CN HBGLMATP
PESPLA TO PSTRRN SCMAT TO PERPESRN BY RNTIPO KONTROL
/STA=ALL.
SET LISTING='XPD1R004.TB1,
TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo de los R.N. normales y HMD!
/OBSERVATION=NUMGEST TO PESMATH PESMATMX TO PSTRMAT PESPLA TD PSTRRN
/TABLE=(NUMGEST+EDADMAT+TALLAMAT) BY RNTIPO

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error esténdar')

STDDEV('Desv. estédndar') MEDIAN('Mediana')

JTTITLE=LEFT 'Datos somatométricos maternos seglin tipo de R.N.'
/TABLE=(PESMATH+PESMATMX+PSSEMAT+PSTRMAT) BY RNTIPO

/STATISTICS=VALIDN('N® de casos') MEAN('Media‘') SEMEAN('Error estandar!')

STDDEV('Desv. estdndar') MEDIAN('Mediana‘')

JTTITLE=LEFT 'Datos somatométricos maternos segun tipo de R.N.'
/TABLE=(PESPLA+EGRN+PESRN+PESMINRN) BY RNTIPO

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')

STDDEV('Desv. esténdar') MEDIAN('Mediana')

/JTTITLE=LEFT 'Datos somatométricos neonatales segin tipo de R.N.!
/TABLE=(LONGRN+PCRN+PSSERN+PSTRRN) BY RNTIPO

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')

STDDEV('Desv., estandar') MEDIAN('Mediana‘)

/TTITLE=LEFT 'Datos somatométricos neonatales segin tipo de R.N.'.

SET LISTING='XPD1R004.TB2°*.

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo de los R.N. normales y HMD!
/OBSERVATION=NUMGEST TO PESMATH PESMATMX TO PSTRMAT PESPLA TO PSTRRN

/TABLE=(NUMGEST+EDADMAT+TALLAMAT) BY KONTROL
JSTATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar‘)
STDDEV('Desv. esténdar') MEDIAN('Mediana')
JTITITLE=LEFT 'Datos somatométricos maternos segin control!
JTABLE=(PESMATH+PESMATMX+PSSEMAT+PSTRMAT) BY KONTROL
/STATISTICS=VALIDN('N®? de casos') MEAN('Media') SEMEAN('Error esténdar!')
STDDEV('Desv. estandar') MEDIAN('Mediana‘)
JTITITLE=LEFT 'Datos somatométricos maternos segin control!
/TABLE=(PESPLA+EGRN+PESRN+PESMINRN) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN(‘'Media‘') SEMEAN({'Error esténdar')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
JYTITLE=LEFY 'Datos somatométricos neonatales segin control!
/TABLE=({LONGRN+PCRN+PSSERN+PSTRRN) BY KONTROL
/STATISTICS=VALIDN('N2 de casos!) MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
/ITITLE=LEFT 'Datos somatométricos neonatales segin control’,

SET LISTING='XPD1R004.TB3!,

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT 'Andlisis descriptivo de los R.N. normales y HMD!'
/OBSERVATION=SCMAT TO PERPESRN

/TABLE=(SCMAT+IMCMAT+RPMATEO+INCPESM) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. estandar') MEDIAN(‘'Mediana‘')
/TTITLE=LEFT 'Datos somatométricos maternos seglin tipo de R.N.!
/TABLE=(RPLARN+SCRN+IMCRN+RDP50RN+PERPESRN) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Medianat')
/TTITLE=LEFT 'Datos somatométricos neonatales segin tipo de R.N.'.

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=LEFT ‘'Andlisis descriptivo de los R.N. normales y HMD!
/OBSERVATION=SCMAT TO PERPESRN

/TABLE=(SCMAT+IMCMAT+RPMATEO+INCPESM) BY KONTROL
/STATISTICS=VALIDN(*Ne de casos?) MEAN('Media‘') SEMEAN{'Error esténdar')
STODEV('Desv. estandar') MEDIAN('Mediana‘')
/TTITLE=LEFT 'Datos somatométricos maternos seglin control?®

/TABLE=(RPLARN+SCRN+IMCRN+RDP50ORN+PERPESRN) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV(*'Desv. estandar') MEDIAN('Mediana‘)
/TTITLE=LEFT 'Datos somatométricos neonatales segln control'.

SET LISTING=OFF.
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* Programa XPD1R0O0S.CNT para estudio de correlaciones bivariadas.
SET WIDTH=80 PRINTER=OFF.
TITLE ‘Estudio de correlaciones bivariadas con variables criticas'.
SUBTITLE 'Estudio limitado a R.N. normales y HMD!'.
SELECT IF (RNTIPO LT 4).
SET LISTING='XPD1R0O0O5.RS1'.
CORRELATION VARIABLES=NUMGESYT TO PESMATH SCMAT TO INCPESM PESMATP TO PSTRMAT
HBGL3CN HBGLMATP GLMATP IRIMATP VISDIAB GLUPREMX GLUPROMP
WITH SEMGL1H GLUDES TO IRGVAR1P
/OPTIONS=2 5.
SET LISTING='XPD1R0O0OS5.RS2'.
CORRELATION VARIABLES=GLCORD TO IRGCORD GLMINTH TO IRG1H PHFET EBFET
RIRIGMP TO RCPIRGTH
WITH SEMGL1H GLUDES TO IRGVAR1P
/OPTIONS=2 5.
SET LISTING=OFF.

HEEBRUBHBHBRBUB U B REBUBABHURRRUR AR R ARG RER U R AR HE AR R R R BT R RERR U AR BB R BREHGHER

* programa XPD1R0O06.CNT para calculo de normalidades en variables computadas.
TITLE 'Andlisis descriptivo global y pruebas de normalidad'.

SUBTITLE 'Variables computadas en la 12 hora de vida'.

SET WIDTH=80 PRINTER=OFF LISTING='XPD1R006.RS1®.,

NPAR TESTS K-S(NORMAL)=RIRIGMP TO RCPIRG1H.

SET LISTING='XPD1R006.RS2'.

NPAR TESTS K-S(NORMAL)=GLUDES TO IRGVAR1P.

SET LISTING='XPD1RO06.RS3"'.

NPAR TESTS K-S(NORMAL)=SCMAT TO PERPESRN.

SET LISTING=0FF.

HEHBHRERBRB AR BHRHRBHRUBRHBHRRRBRBRBBHBHRR AR AR R BH R R B BB R B R B R ERRHH R AR R B R AR

* Programa XPD1ROO7.CNT para estudio de ANOVA en la 1? hora de vida.
SET WIDTH=80 PRINTER=OFF LISTING=OFF.
TITLE 'ANOVA en la 12 hora de vida'.
SUBTITLE 'Estudio limitado a R.N. normales y HMD!',
SELECT IF (RNTIPO LT 4).
SET LISTING='XPD1RO07.RS1'.
ONEWAY VARIABLES=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1H TO EBFET BY
RNTIPO(1,3)
/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3,
SET LISTING='XPD1R0O07.RS2'.
ONEWAY VARIABLES=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1TH TO EBFET BY
KONTROL(1,3)
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPD1R0O07.RS3".
ONEWAY VARIABLES=RIRIGMP TO RCPIRG1H BY RNTIPO(1,3)
/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPD1ROO7.RS4".
ONEWAY VARIABLES=RIRIGMP TO RCPIRG1H BY KONTROL(1,3)
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPDTR0O07.RSS5'.
ONEWAY VARIABLES=GLUDES TO IRGVAR1P BY RNTIPO(1,3)
/CONTRAST=-1 .5 .5
J/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3,
SET LISTING='XPD1R0O0O7.RS6".
ONEWAY VARIABLES=GLUDES TO IRGVARIP BY KONTROL(1,3)
JCONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING=OFF.
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* programa XPD1ROO8.CNT para estudio de ANOVA en somatometrfa.
SET WIDTH=80 PRINTER=OFF LISTING=OFF.
TITLE 'ANOVA de las caracterfsticas somatométricas’.
SUBTITLE !'Estudio limitado a R.N. normales y KMD!'.
SELECT IF (RNTIPO LT 4).
SET LISTING=*XPD1RO08.RS1T'.
ONEWAY VARIABLES=NUMGEST TO PESMATH PESMATMX TO PSTRMAY BY RNTIPO(1,3)
/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING=!XPD1RO0O8.RS2*.
ONEWAY VARIABLES=NUMGEST TO PESMATH PESMATMX TO PSTRMAT BY KONTROL(1,3)
JCONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3,
SET LISTING='XPD1R0O08.RS3".
ONEWAY VARIABLES=SCMAT TO PERPESRN BY RNTIPO(1,3)
/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.,
SET LISTING='XPD1RC0B.RS4'.
ONEWAY VARIABLES=SCMAT TO PERPESRN BY KONTROL(1,3)
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPD1RO08.RS5'.
ONEWAY VARIABLES=PESPLA TO PSTRRN BY RNTIPO(1,3)
/CONTRAST=-1 .5 .5
JCONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SEY LISTING='XPD1ROOB.RS6".
ONEWAY VARIABLES=PESPLA TO PSTRRN BY KONTROL(1,3)
JCONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3,
SET LISTING=OFF.
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* Programa XPD1R0O09.CNT para la estadfstica no paramétrica la 11 hora de vida.

* Estudio limitado a la somatometrfa de los R.N. normales y HMD.

SET WIDTH=80 PRINTER=OFF LISTING=OFF.

SELECT IF (RNTIPO LT 4).

TITLE 'Estadfstica no paramétrica de la 1! hora de vida'.

SUBTITLE 'Estudio limitado a los R.N. normales y HMD!.

SET LISTING='XPD1RO09.RS1'.

NPAR TESTS K-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY RNTIPO (1,3).

SET LISTING='XPD1R009.RS2'.

NPAR TESTS K-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY KONTROL (1,3).

SET LISTING='XPD1RO09.RS3'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY RNTIPO (2,3).

SET LISTING=!'XPD1RO09.RS4'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY RNTIPO (1,2).

SET LISTING='XPD1RO09.RS5'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY RNTIPO (1,3).

SET LISTING='XPD1R009.RS6!.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY KONTROL (2,3).

SET LISTING='XPD1R0O09.RS7!'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY KONTROL (1,2).

SET LISTING='XPD1R009.RS8'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN
PESPLA TO PSTRRN BY KONTROL (1,3).

SET LISTING=OFF.
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* pPrograma XPD1RO10.CNT para estadfstica no paramétrica la 1! hora de vida.

* Estudio limitado a resultados de analftica de R.N. normales y HMD.

SET WIDTH=80 PRINTER=OFF LISTING=OFF.
SELECT IF (RNTIPO LT 4).

SELECT IF (ORDINAL <> 1 AND ORDINAL <> 88 AND ORDINAL <> 89 AND ORDINAL <> 90).

TITLE 'Estadfstica no paramétrica de la

1% hora de vida’'.

SUBTITLE 'Estudio limitado a R.N. normales y HMD'.

SET LISTING='XPD1RO10.RS1"'.

NPAR TESTS K-W=GLMATP TO IRGMATP GLCORD
70 RCPIRG1H GLUDES TO IRGVAR1P BY

SET LISTING='XPD1RO10.RS3'.

NPAR TESTS K-W=GLMATP TO IRGMATP GLCORD
70 RCPIRG1H GLUDES TO IRGVARIP BY

SET LISTING='XPD1RO10.RS4".

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRGTH GLUDES TO IRGVARTP BY

SET LI1STING='XPD1RO10.RS5"'.

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRG1H GLUDES TO IRGVAR1P BY

SET LISTING='XPD1RO10.RS6".

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRG1H GLUDES TO IRGVAR1P BY

SET LISTING="XPD1RO10.RS7'.

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRGTH GLUDES TO IRGVAR1P BY

SET LISTING='XPD1RO10.RS8"'.

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRGIH GLUDES TO IRGVARITP BY

SET LISTING=!'XPD1RO10.RS9'.

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD
TO RCPIRGTH GLUDES TO IRGVARIP BY

SET LISTING=0OFF.
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TO IRGCORD GLMINTH
RNTIPO (1,3).

TO IRGCORD GLMIN1H
KONTROL (1,3).

TO IRGCORD GLMINTH
RNTIPO (2,3).

TO IRGCORD GLMIN1H
RNTIPO (1,2).

70 IRGCORD GLMINTH
RNTIPO (1,3).

TO IRGCORD GLMINTH
KONTROL (2,3).

TO IRGCORD GLMINTH
KONTROL (1,2).

TO IRGCORD GLMINTH
KONTROL (1,3).

T0

T0

T0

T0

T0

T0

T0

T0

EBFET

EBFET

EBFET

EBFET

EBFET

EBFET

EBFET

EBFET

RIRIGMP

RIRIGMP.

RIRIGMP

RIRIGMP

RIRIGMP

RIRIGMP

RIRIGMP

RIRIGMP

* Programa XPD1RO11.CNT para estadfstica no paramétrica la 1? hora de vida.
* Estudio limitado a resultados analfticos en R.N. normales y HMD.

SET WIDTH=80 PRINTER=0OFF LISTING=OFF.
SELECT IF (RNTIPO LT 4).
TITLE ‘Estadistica no paramétrica en la

1* hora de vida'.

SUBTITLE 'Estudio limitado a R.N. normales y HMD'.

RECODE RNTIPO (1=1) (2,3=2).
VALUE LABELS RNTIPO 1
SET LISTING='XPD1RO11.RS1*,

'‘R.N. normal' 2 'Hijo de diabética'.

NPAR TESTS M-W=NUMGEST TO PESMATH PESMATMX TO PSTRMAT SCMAT TO PERPESRN

PESPLA TO PSTRRN BY RNTIPO(1,2).
SET LISTING=0FF,

SELECT IF (ORDINAL <> O AND ORDINAL <> 88 AND ORDINAL <> 89 AND ORDINAL <> 90).

SET LISTING='XPD1RO11.RS2'.

NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1H TO EBFET RIRIGMP
TO RCPIRGTH GLUDES TO IRGVARIP BY RNTIPO(1,2).

SET LISTING=OFF.
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* Programa XPD1RO12.CNT para estudio de modelos de regresién multiple por
grupos neonatales diversos y tomando como variables dependiente los

marcadores de descenso glucémico.
SET WIDTH=80 PRINTER=OFF LISTING=OFF.

TITLE 'Modelos de regresién miltiple sobre el descenso glucémico'.

SELECT IF (RNTIPO LT 4),

SUBTITLE 'Estudio en todos los hijos de diabética'.

SET LISTING='XPDIR0O12.RS81'.

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
JMISSING=PAIRWISE

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO

/DEPENDENT=SEMGL1H GLUDES GLUDESP
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/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGLTH GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGLTH GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
J/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPS50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
J/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN.
SET LISTING=0OFF.
SUBTITLE 'Hijos de madre diabética gestacional®.
SET LISTING='XPD1R0O12.RS2'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGLTH GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDP50RN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5SORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN

1

13



Anexo - 1 14

/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDP5ORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPS5O0RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN.
SET LISTING=OFF.
SUBTITLE='Hi jos de madre diabética insulinodependiente!’.
SET LISTING='XPD1RO12.RS3"'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF QUTS Cl TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDP50RN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5ORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN.
SET LISTING=OFF.
SUBTITLE 'Descenso glucémico absoluto superior a 50 mg/dl/hora’.
PROCESS IF (GLUDES GT 50).
SET LISTING='XPD1R012.RS4".
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
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/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS5ORN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPSORN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN
/OEPENDENT=SEMGLIH GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
JMETHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP5ORN
JDEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPS5ORN
JDEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDP50RN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPS5ORN PSSERN PSTRRN.
SET LISTING=0FF.
SUBTITLE 'Descenso glucémico porcentual superior a 2 D.E. de la media normal'.
PROCESS IF (GLUDESP GT 72.78).
SET LISTING='XPD1RO12.RS5*.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/ODEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS5O0RN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPS5ORN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDP5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN
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/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPS5ORN PSSERN PSTRRN.
SET LISTING=OFF.

HHBHBRBUB U R R BHB R BB BB R BUHRRBUBRR B U BB HBR R R BR B R R R BB AR AU B U BRI AR R

* programa XPD1RO13.CNT para estudio de modelos de regresién miltiple por
grupos neonatales diversos para estudio de la fisiopatologfa de la
glucemia en la primera hora de vida.

SET WIDTH=80 PRINTER=OFF LISTING=OFF.

TITLE 'Modelos de regresién miltiple sobre el descenso glucémico!'.

SELECT IF (RNTIPO LT 4).

SUBTITLE 'Estudio en todos los hijos de diabética'.

SET LISTING='XPD1RO13.RS1!,

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
/MISSING=PAIRWISE

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1TH
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVARI1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.

SET LISTING=OFF.

SUBTITLE 'Estudio en los hijos de diabética gestacional!'.

SET LISTING='XPD1RO13.RS2'.

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.

SET LISTING=OFF.

SUBTITLE 'Estudio en los hijos de diabética insulinodependiente'.

SET LISTING='XPDIRO13.RS3".

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVAR1P
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/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.

SET LISTING=OFF.

SUBTITLE 'Descenso glucémico absoluto > 50 mg/dl/horat.

PROCESS IF (GLUDES GT 50).

SET LISTING='XPD1RO13.RS4'.

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.

SET LISTING=0OFF.

SUBTITLE 'Descenso glucémico % superior a 2 D.E. de la media normal'.

PROCESS IF (GLUDESP GT 72.78).

SET LISTING='XPD1RO13.RS5'.

REGRESSION VARIABLES=(COLLECT)
/ODESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO GT 1
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1T IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVAR1TP
/OEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1TH.

SET LISTING=OFF.

HEHURBRUBHBH BB R UBRBHRR BN R BB RBRBHBR B BRERU BRI B R AR B AR B R B U R AR U BB 4R

* Programa XPD1R0O14.CNT para estudio de modelos de regresién multiple por
grupos neonatales diversos y tomando como variables dependiente los
marcadores de descenso glucémico.

SET WIDTH=80 PRINTER=OFF LISTING=OFF.

TITLE 'Modelos de regresién miltiple sobre el descenso glucémico’'.

SELECT IF (RNTIPO LT 4).

SUBTITLE ‘'Estudio en los hijos de diabética bien controladat.

SET LISTING='XPD1R014.RS1’.

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N

/SELECT=KONTROL EQ 2

/MISSING=PAIRWISE

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEOC
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP GLCORD EGRN SCRN RDPSORN PHFET
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/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPSORN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1TH GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
JMETHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPS50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
JMETHOD=STEP GLMATP HBGLMATP EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
J/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
J/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5ORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPS50RN PSSERN PSTRRN
JOEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPS5ORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN.
SET LISTING=O0FF.
SUBTITLE 'Hijos de madre diabética mal controlada'.
SET LISTING=*XPD1R0O14.RS2'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 3
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
JDEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP NUMGEST SCMAT RPMATEO
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD EGRN SCRN RDPSORN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
JMETHOD=STEP GLCORD EGRN SCRN RDPSORN PSSERN PSTRRN PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLCORD NUMGEST SCMAT RPMATEO PHFET
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPS5ORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPSORN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPROMP HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPSORN PSSERN PSTRRN
/OEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP GLMATP HBGL3CN EGRN SCRN RDPSORN PSSERN PSTRRN
/DEPENDENT=SEMGL1H GLUDES GLUDESP
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/METHOD=STEP GLMATP HBGLMATP EGRN SCRN RDP50RN PSSERN PSTRRN.
SET LISTING=OFF.

HEUBHBBRBRBU BB U R B R R ARG B U R R RA R R U AR R B R R R AR AR R AR R R

* programa XPD1R015.CNT para estudio de modelos de regresién miltiple por
grupos neonatales diversos para estudio de la fisiopatologfa de la
glucemia en la primera hora de vida segln control.
SET WIDTH=80 PRINTER=OFF LISTING=OFF.
TITLE 'Modelos de regresién miltiple sobre el descenso glucémico!.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio los hijos de diabética bien controlada'.
SET LISTING='XPD1R0O15.RS1*.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 2
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1T IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVART IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1IP IRGVAR1P
/DEPENDENT=SEMGL1TH GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.
SET LISTING=OFF.
SUBTITLE 'Estudio en los hijos de diabética mal controladat.
SET LISTING='XPD1RO15.RS2!.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 3
/MISSING=PAIRWISE
/STATISTICS=R ANOVA COEFF OQUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPCORD IRG1H
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHROD=STEP IRIVAR1 IRGVAR1
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRIVAR1P IRGVAR1P
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP IRICORD IRG1H.

SET LISTING=OFF.

HUBRARTHBRARRUBRUBRTH U RRR R BB R AR R R BB R RR R AR R AR UR R R R R R RH R U AR ]

* Programa XPD1R0O16.CNT para comprobar si existen dirferencias respecto al sexo
de los recién nacidos.

SET WIDTH=80 PRINTER=OFF LISTING=OFF.

TITLE *Andlisis descriptivo global de variables!.

SUBTITLE 'Diferencias por sexos en las variables crudas'.

SET LISTING='XPD1R016.RS1',

T-TEST GROUPS=SEXRN(1,2)/VARIABLES=NUMGEST TO PSTRMAT HBGL1CN TO HBGLMATP
GLMATP TO IRGCORD HBFCORD GLMIN1H TO EBFET.

SET LISTING=OFF.

L e R

* Programa XPD1RO17.CNT para completar el estudio descriptivo.
SET PRINTER=0FF LISTING=OFF WIDTH=80.

TITLE 'Anélisis descriptivo global!.

SUBTITLE 'Distribucién de frecuencias'.

SET LISTING='XPD1RO17.RS1',
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FREQUENCIES VARIABLES=ESTUD1 TO ESTUD7 TIPOGES CONOBSCL PATOMAT VITFET TIPOALIM
PATORN ASPLA.
SUBTITLE 'Anédlisis de Chi cuadrado'.
CROSSTABS TABLES=CONOBSCL PATOMAT TIPOALIM PATORN BY RNTIPO
JOPTIONS=3 4
/STA=ALL.
SELECT IF (RNTIPO=2 OR RNTIPO=3).
SUBTITLE 'Anadlisis de Chi cuadrado en diabéticas'.
CROSSTABS TABLES=PATOMAT TIPOALIM PATORN CONDIACL BY RNTIPO
/OPTIONS=3 4
/STA=ALL.
SUBTITLE 'Distribucién de frecuencias en gestantes insulinodependientes'.
SELECT IF (RNTIPO=3).
FREQUENCIES VARIABLES=HIPOGLU1 TO ACIRIMCL.
FREQUENCIES VARIABLES=INSEX1T TO HBGLMATP ACIRIMCN VISDIAB/STA=ALL.
NPAR TESTS FRIEDMAN=INSEX1T INSEX2T INSEX3T.
NPAR TESTS FRIEDMAN=HBGL1CN HBGL2CN HBGL3CN.
NPAR TESTS FRIEDMAN=HBGL1CN HBGL2CN HBGL3CN HBGLMATP.
SET LISTING=OFF.
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* programa XPD1RO18.CNT para tablas de contingencia.

SET LISTING=OFF PRINTER=0FF WIDTH=80.

TITLE 'Analisis descriptivo global!'.

SUBTITLE 'Presentacién de tablas de contingencia'.

RECODE TIPOGES (1=1) (2 3=2) (4=4).

SET LISTING='XPD1R018.TB1!'.

TABLES FORMAT=MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(15)
/PTITLE='Andlisis descriptivo global!
/FTOTAL=CTOTAL 'Total por cotumna® RTOTAL 'Total por fila!'
/TABLE=(CONOBSCL + CTOTAL) BY (TIPOGES + RTOTAL)
/STATISTICS=COUNT(CONOBSCL'') CPCT(CONOBSCL"'':CONOBSCL)

CPCT(CONOBSCL!' ':TIPOGES)

/TTITLE='Control obstétrico segtin tipo de gestante'.

SET LISTING=OFF.
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* Programa XPD1RO19.CNT para tablas de contingencia.

SET LISTING=OFF PRINTER=OFF WIDTH=80.

TITLE 'Anédlisis descriptivo global®.

SUBTITLE 'Presentacién de tablas de contingencia'.

RECODE TIPOGES (1=1) (2 3=2) (4=4).

SET LISTING='XPD1R0O19.RS1!'.

CROSSTABS TABLES=TIPOALIM PATORN BY TIPOGES/OPTIONS=3 &4/
/STATISTICS=ALL.

SET LISTING='XPD1R019.TB1'.

TABLES FORMAT=MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(15)
/PTITLE='Anédlisis descriptivo global!
/FTOTAL=CTOTAL 'Total por columna' RTOTAL 'Total por fila®
/TABLE=(TIPOALIM + CTOTAL) BY (TIPOGES + RTOTAL)
/STATISTICS=COUNT(TIPOALIM'*) CPCT(TIPOALIM'':TIPOALIM)

CPCT(TIPOALIM' ':TIPOGES)

JTTITLE='"Alimentacién neonatal segtn tipo de gestante!'.

TABLES FORMAT=MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(15)
/PTITLE='Andlisis descriptivo global’
/FTOTAL=CTOTAL 'Total por columna' RTOTAL 'Total por fila!
/TABLE=(PATORN + CTOTAL) BY (TIPOGES + RTOTAL)
/STATISTICS=COUNT(PATORN®"') CPCT(PATORN'':PATORN)

CPCT(PATORN' ':TIPOGES)

/TTITLE='Patologfa neonatal segin tipo de gestante'.

SET LISTING=OFF.
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* Programa XPD1R0O20.CNT para anélisis de las correlaciones de la HbA1 de las
gestantes diabéticas.

SET LISTING=OFF PRINTER=OFF WIDTH=80.

TITLE 'Andlisis descriptivo global'.

SUBTITLE 'Correlacién de hemoglobinas glucosiladas!'.
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SET LISTING='XPD1R020.RS1'.
PLOT /TITLE='Correlacidén entre la HKbA1 del tercer trimestre y del parto!
/FORMAT=REGRESSION
/PLOT=HBGL3CN WITH HBGLMATP
/T1TLE='Correlacién entre la HbA1 de la ultima semana y del parto!
/FORMAT=REGRESSION
/PLOT=HBGLUSCN WITH HBGLMATP.
CORRELATION VARIABLES=HBGL3CN HBGLUSCN WITH HBGLMATP
/OPTIONS=2 3 5
/STATISTICS=1.
DISPLAY HBGL3CN TO HBGLMATP.
SET LISTING=0FF.
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* Programa XPD1R021.CNT para analisis apareado de los paradmetros metabélicos
neonatales en cordén y a los 60 minutos de vida.

SET PRINTER=OFF LISTING=OFF WIDTH=80.

TITLE 'Andlisis apareado de parémetros metabélicos neonatales'.

SELECT IF (RNTIPO LT 4).

SET LISTING='XPD1R021.RS1'.

PROCESS IF (RNTIPO=1).

SUBTITLE 'Recién nacidos normales'.

T-TEST PAIRS=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC RIRICPSC
RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1K IRGI1H RIRIGTH RCPG1H RIRGG1H
RIRICP1H RIRIRGTH RCPIRG1TH

JOPTIONS=5,

SUBTITLE 'R.N. HMD tipo A de White'.

PROCESS IF (RNTIPO=2).

T-TEST PAIRS=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC RIRICPSC
RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRGTH RIRIGIH RCPG1H RIRGG1TH
RIRICP1H RIRIRGTH RCPIRG1TH

JOPTIONS=5,

SUBTITLE 'R.N., HMD tipos B,C y D de White!,

PROCESS IF (RNTIPO=3).

T-TEST PAIRS=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC RIRICPSC
RIRIRGSC RCPIRGSC WITH GLMIN1H IRITH CP1H IRG1H RIRIG1H RCPG1H RIRGGTH
RIRICP1H RIRIRGTH RCPIRGTH

JOPTIONS=5.

SUBTITLE 'R.N. HMD con HbA1 =< 8.2%'.

PROCESS IF (KONTROL=2).

T-TEST PAIRS=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC RIRICPSC
RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRG1H RIRIGIH RCPG1H RIRGG1H
RIRICP1H RIRIRGTH RCPIRG1TH

/OPTIONS=5,

SUBTITLE *R.N. HMD con HbA1 > 8.2%',

PROCESS IF (KONTROL=3).

T-TEST PAIRS=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC RIRICPSC
RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRGTH RIRIG1H RCPG1H RIRGG1H
RIRICPIH RIRIRGIH RCPIRGIH

/OPTIONS=5.

SET LISTING='XPD1R021.RS2'.

PROCESS [F (RNTIPO=1).

SUBTITLE 'Recién nacidos normales®.

NPAR TESTS WILCOXON=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC
RIRICPSC RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRGTH RIRIGTH RCPG1H
RIRGG1H RIRICP1H RIRIRGTH RCPIRG1TH

/OPTIONS=3.

SUBTITLE 'R.N. HMD tipo A de White'.

PROCESS IF (RNTIPO=2).

NPAR TESTS WILCOXON=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC
RIRICPSC RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRG1H RIRIG1H RCPG1H
RIRGGTH RIRICP1H RIRIRGIH RCPIRGTH

/OPTIONS=3.

SUBTITLE 'R.N. HMD tipos B,C y D de White'.

PROCESS IF (RNTIPO=3).

NPAR TESTS WILCOXON=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC
RIRICPSC RIRIRGSC RCPIRGSC WITH GLMIN1H IRITH CP1H IRGIH RIRIGIH RCPG1H
RIRGG1TH RIRICP1H RIRIRGTH RCPIRGTH

/OPTIONS=3.

SUBTITLE 'R.N. HMD con HbA1 < 8.2%'.

PROCESS IF (KONTROL=2).

NPAR TESTS WILCOXON=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC
RIRICPSC RIRIRGSC RCPIRGSC WITH GLMIN1H IRITH CP1H IRG1H RIRIGIH RCPG1H
RIRGGTH RIRICP1H RIRIRGIH RCPIRGIH
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JOPTIONS=3.

SUBTITLE 'R.N. HMD con HbA1 > 8.2%'.

PROCESS IF (KONTROL=3),

NPAR TESTS WILCOXON=GLCORD IRICORD CPCORD IRGCORD RIRIGSC RCPGSC RIRGGSC
RIRICPSC RIRIRGSC RCPIRGSC WITH GLMINTH IRITH CP1H IRG1H RIRIGIH RCPG1H
RIRGGTH RIRICPTH RIRIRG1H RCPIRGTH

JOPTIONS=3.
SET LISTING='XPD1R021.TB1'.
TABLES / FORMAT=MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20) LEADER('.?')
/PTITLE='Analisis de datos apareados'
/OBSERVATION=GLCORD TO IRGCORD GLMIN1H TO IRG1H RIRIGSC TO RCPIRG1H
/TABLE=(GLCORD + GLMIN1H) BY RNTIPO
/STATISTICS=VALIDN('N® de casos') MEAN('Media')
SEMEAN('Error estandar') STDDEV('Desv. estandar!)
/TFOOTNOTE=LEFT'Variacién glucémica analizada por grupos’
/TABLE=(IRICORD + IRITH) BY RNTIPO
/STATISTICS=VALIDN('N? de casos') MEAN('Media')
SEMEAN('Error esténdar') STDDEV('Desv. estandar!)
/TFOOTNOTE=LEFT'Variacién de la insulinemia analizada por grupos'
/TABLE=(CPCORD + CP1H) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media')
SEMEAN('Error estandar') STDDEV('Desv. estandar?)
JTFOOTNOTE=LEFT'Variaci6én del C-péptido analizado por grupos'
/TABLE=(IRGCORD + IRG1H) BY RNTIPO
/STATISTICS=VALIDN('N? de casos') MEAN('Media')
SEMEAN('Error estandar') STDDEV('Desv. esténdar')
/TFOOTNOTE=LEFT'Variacién del glucagén analizada por grupos'
/TABLE=(RIRIGSC + RIRIG1H) BY RNTIPO
/STATISTICS=VALIDN('N® de casos') MEAN('Media')
SEMEAN('Error estandar') STDDEV('Desv. estandar!')
/TFOOTNOTE=LEFT'Variacién de la ratio IRI/Glucosa analizada por grupos!
/TABLE=(RCPGSC + RCPG1H) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media')
SEMEAN('Error estandar') STDDEV('Desv. esténdar')
/TFOOTNOTE=LEFT'Variacién de ta ratio CPR/Glucosa analizada por grupos'
JTABLE=(RIRGGSC + RIRGG1H) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media')
SEMEAN('Error estéandar') STDDEV('Desv. estandar')
/TFOOTNOTE=LEFT'Variacién de la ratio IRG/Glucosa analizada por grupos'
JTABLE=(RIRICPSC + RIRICP1H) BY RNTIPO
/STATISTICS=VALIDN('N2 de casos') MEAN('Media')

SEMEAN('Error estéandar')
/TFOOTNOTE=LEFT'Variacién
/TABLE=(RIRIRGSC + RIRIRG1H)
/STATISTICS=VALIDN('N® de
SEMEAN('Error estandar?')
/TFOOTNOTE=LEFT'Variacién
/TABLE=(RCPIRGSC + RCPIRG1H)
J/STATISTICS=VALIDN('N® de
SEMEAN('Error estéandar')
/TFOOTNOTE=LEFT'Variacién

SET LISTING='XPD1R0O21.TB2'.
TABLES / FORMAT=MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20)

STDDEV('Desv. estandar!')

de la ratio IRI/CPR analizada
BY RNTIPO

casos') MEAN('Media')
STDDEV('Desv. esténdar!')

de la ratio IRI/IRG analizada
BY RNTIPO

casos'!) MEAN('Media‘')
STDDEV('Desv. esténdar!)

de la ratio CPR/IRG analizada

/PTITLE='Anédlisis de datos apareados'
/OBSERVATION=GLCORD TO IRGCORD GLMINTH TO IRG1H RIRIGSC TO

/TABLE=(GLCORD + GLMIN1H) BY
/STATISTICS=VALIDN('N® de
SEMEAN('Error esténdar')

KONTROL
casos') MEAN('Media')
STDDEV('Desv. estéandar!')

por grupos'

por grupos'
por grupos'.
LEADER('.")

RCPIRG1H

/TFOOTNOTE=LEFT'Variacién glucémica analizada por grupos'
/TABLE=(IRICORD + IRITH) BY KONTROL

/STATISTICS=VALIDN('N?® de
SEMEAN(*Error esténdar®)

casos') MEAN('Media')
STODEV('Desv. estandar')

/TFOOTNOTE=LEFT'Variacién de la insulinemia analizada por grupos!'
/TABLE=(CPCORD + CP1H) BY KONTROL

J/STATISTICS=VALIDN('N2 de
SEMEAN('Error esténdar!)

casos') MEAN('Media')
STDDEV('Desv. estéandar!')

/TFOOTNOTE=LEFT'Variacién del C-péptido analizado por grupos!
/TABLE=(IRGCORD + IRG1H) BY KONTROL

/STATISTICS=VALIDN('N® de
SEMEAN('Error esténdar’')

casos') MEAN('Media')
STDDEV('Desv. estandar')

/TFOOTNOTE=LEFT'Variacién del glucagén analizada por grupos’®
/TABLE=(RIRIGSC + RIRIG1H) BY KONTROL

/STATISTICS=VALIDN('N2 de
SEMEAN('Error esténdar?®)

casos') MEAN('Media')
STDDEV('Desv. estéandar')

/TFOOTNOTE=LEFT'Variaci6én de la ratio IRl1/Glucosa analizada por grupos’
/TABLE=(RCPGSC + RCPG1H) BY KONTROL
/STATISTICS=VALIDN('N% de casos') MEAN(‘'Media‘')
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/TFOOTNOTE=LEFT 'Variacién
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STDDEV('Desv. esténdar')
de la ratio CPR/Glucosa analizada

/TABLE=(RIRGGSC + RIRGG1H) BY KONTROL

/STATISTICS=VALIDN('N® de
SEMEAN('Error estandar')
JTFOOTNOTE=LEFT'Variacién
/TABLE=(RIRICPSC + RIRICP1H)
/STATISTICS=VALIDN('N2 de
SEMEAN('Error estandar?)
/TFOOTNOTE=LEFT'Variacién
JTABLE=(RIRIRGSC + RIRIRG1H)
JSTATISTICS=VALIDN('N2 de
SEMEAN('Error estandar')
/TFOOTNOTE=LEFT'Variacién
JTABLE=(RCPIRGSC + RCPIRG1H)
/STATISTICS=VALIDN('N2 de
SEMEAN('Error estéandar')
/TFOOTNOTE=LEFT*Variacién
SET LISTING=OFF.

casos') MEAN('Media')
STDDEV('Desv. estandar')

de la ratio IRG/Glucosa analizada
BY KONTROL

casos') MEAN('Media')
STDDEV('Desv. estandar')

de la ratio IRI/CPR analizada por
BY KONTROL

casos') MEAN('Media')
STDDEV('Desv. estandar')

de la ratio IRI/IRG analizada por
BY KONTROL

casos') MEAN('Media')
STDDEV('Desv. estandar')

de la ratio CPR/IRG analizada por

por grupos'

por grupos'

grupos'!

grupos'

grupos'.
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* programa XPD1R022.CNT para andlisis de las variaciones de las ratios molares

durante la 1! hora de vida.

SET PRINTER=OFF LISTING=OFF WIDTH=80.

TITLE
SELECT IF (RNTIPO LT 4).
SET LISTING='XPD1R022.RS1'.

'Analisis de las variaciones de ratios en la 1! hora'.

SUBTITLE !Seglin tipo de recién nacido’.
ONEWAY VARIABLES=RIRIGA1 TO RCPIRGP1 BY RNTIPO(1,3)

/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.

NPAR TESTS K-W=RIRIGAT TO RCPIRGPT BY RNTIPO(1,3).
NPAR TESTS M-W=RIRIGA1 TO RCPIRGP1 BY RNTIPO(1,2).
NPAR TESTS M-W=RIRIGA1 TO RCPIRGP1 BY RNTIPO(1,3).
NPAR TESTS M-W=RIRIGA1 TO RCPIRGP1 BY RNTIPO(Z,3).

SET LISTING='XPD1R022.RS2'.

SUBTITLE 'Segln control materno por HbA1!',
ONEWAY VARIABLES=RIRIGA? TO RCPIRGP1 BY KONTROL(1,3)

/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.

NPAR TESTS K-W=RIRIGA1 TO RCPIRGP1 BY KONTROL(1,3).
NPAR TESTS M-W=RIRIGA1 TO RCPIRGP1 BY KONTROL(1,2).
NPAR TESTS M-W=RIRIGA1 TO RCPIRGP1 BY KONTROL(1,3).
NPAR TESTS M-W=RIRIGAT TO RCPIRGP1 BY KONTROL(Z,3).

SET LISTING='XPD1R022.TB1'.

TABLES / FORMATS MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20) LEADER ('.')
/PTITLE='Variaciones entre las ratios molares'
/OBSERVATION=RIRIGA1 TO RCPIRGP1
/TABLE=(RIRIGA1 + RCPGA1 + RIRGGA1 + RIRICPA1 + RIRIRGA1 + RCPIRGA1) BY

RNTIPO

/STATISTICS=VALIDN('N® de casos') MEAN('Media‘') SEMEAN('Error esténdar')

STDDEV('Desv. estandar')

/TFOOTNOTE=LEFT'Comparacién de las variaciones absolutas de las ratios'

'segin el tipo de

recién nacido!

/TABLE=(RIRIGP1 + RCPGP1 + RIRGGP1 + RIRICPPT + RIRIRGP1 + RCPIRGP1) BY

RNTIPO

JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error esténdar')

STDDEV('Desv. estdndar?)
/TFOOTNOTE=LEFT!'Comparacién de las variaciones porcentuales de las ratios'
'seguin el tipo de recién nacido’,
SET LISTING='XPD1R022.TB2°*.
TABLES / FORMATS MARGIN(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20) LEADER ('.')
/PTITLE='Variaciones entre las ratios molares!
/OBSERVATION=RIRIGAT1 TO RCPIRGP1
/TABLE=(RIRIGA1 + RCPGA1 + RIRGGA1 + RIRICPA1 + RIRIRGA1 + RCPIRGA1) BY
KONTROL
/STATISTICS=VALIDN('N2 de casos'’) MEAN('Media‘') SEMEAN('Error esténdar?')
STDDEV('Desv. estandar!')
/TFOOTNOTE=LEFT'Comparacién de las variaciones absolutas de las ratios!'
isegin el control metabélico maternot
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JTABLE=(RIRIGP1 + RCPGP1 + RIRGGP1 + RIRICPP1 + RIRIRGP1 + RCPIRGP1) BY
KONTROL
/STATISTICS=VALIDN('N¢ de casos') MEAN('Media’) SEMEAN('Error estandar’)
STDDEV('Desv. esténdar')
/TFOOTNOTE=LEFT'Comparacién de las variaciones porcentuales de tas ratios!
isegtin el control metab6lico materno!.
SET LISTING=OFF.
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* Programa XPD1R023.CNT para estudio de la regresién miltiple forzada con las
variables mds involucradas.
SET LISTING=OFF PRINTER=OFF WIDTH=80.
TITLE 'Regresién miltiple forzada'.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio en todos los hijos de diabética’.
SET LISTING='XPD1R023.RS1'.
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
JWIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPROMP HBGLMATP PSSERN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD HBGLMATP PSSERN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPROMP HBGL3CN PSSERN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD HBGL3CN PSSERN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE.
SUBTITLE 'Estudio en los HMD tipo A de White'.
SET LISTING='XPD1R023.RS2'.
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD EGRN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLMATP EGRN PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE.
SUBTITLE 'Estudio en los HMD tipos B,C y D de White!',
SET LISTING='XPD1R023.RS3!.
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLMATP HBGL3CN PSSERN NUMGEST PHFET
/RESIDUALS=DEFAULT 1D(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLMATP HBGLMATP PSSERN NUMGEST PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEMWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD HBGL3CN PSSERN NUMGEST PHFET
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/RESIDUALS=DEFAULT ID(CODIGO)

/CASEWISE

/DEPENDENT=SEMGLTH GLUDES GLUDESP

/METHOD=ENTER GLCORD HBGLMATP PSSERN NUMGEST PHFET
/RESIDUALS=DEFAULT ID(CODIGO)

/CASEWISE.

SUBTITLE 'Estudio en lLos HMD con descenso glucémico > 50 mg/dl/hora'.

PROCESS IF (GLUDES GT 50).

SET LISTING='XPD1RG23.RS4'.

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
JWIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/OEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPREMX HBGLMATP EGRN
/RESIDUALS=DEFAULT ID(CODIGO)
J/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPROMP HBGLMATP EGRN
J/RESIDUALS=DEFAULT ID(CODIGO)
J/CASEMISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD HBGLMATP EGRN
/RESIDUALS=DEFAULT ID(CODIGO)
J/CASEWISE.

SUBTITLE 'Estudio en los HMD con descenso glucémico > 2 SD!.

PROCESS IF (GLUDESP GT 72.78).

SET LISTING='XPD1R023.RS5!'.

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
J/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF QUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD HBGLMATP
/RESIDUALS=DEFAULT ID(CODIGO)
JCASEWISE.

SUBTITLE 'Estudio en HMD con HbA1 < 8.2%!'.

SET LISTING='XPD1RG23.RS6'.

PROCESS IF (RNTIPO GT 1).

REGRESSION VARIABLES=(COLLECT)
J/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 2
/MISSING=PAIRWISE
/HIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPROMP SCMAT PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLMATP SCMAT PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE "
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLCORD SCMAT PHFET
/RESIDUALS=DEFAULT ID(CODIGO)
JCASEWISE.

SUBTITLE 'Estudio en KMD con HbA1 > 8.2%'.

SET LISTING='XPD1R023.RS7'.

PROCESS IF (RNTIPO GT 1).

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 3
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER GLUPROMP
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
JMETHOD=ENTER GLUPREMX
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE
/DEPENDENT=SEMGL1H GLUDES GLUDESP
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/METHOD=ENTER GLCORD
/RESIDUALS=DEFAULT ID(CODIGO)
/CASEWISE.

SET LISTING=0FF.

HEHB BB BRBHBR BB RUBRRA R U BB R R U BH BB U B R R R BB R B HER B R AR AR R BB R AR B R R R

* Programa XPD1R024.CNT para la confeccién de tablas de las variaciones
hormonales absolutas y porcentuales.
SET LISTING=OFF PRINTER=OFF WIDTH=80.
SELECT IF (RNTIPO LT 4).
TITLE 'Variaciones hormonales absolutas'.
SET LISTING='XPD1R024.TB1*.
TABLES / FORMATS=MARGINS(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20) LEADER('.')
/OBSERVATION=GLUDES TO IRGVAR1P
/TABLE=(GLUDES + IRIVAR1 + CPVART + IRGVAR1) BY RNTIPO
/STATISTICS=VALIDN('N? de casos') MEAN('Media')
SEMEAN('Error esténdar') STDDEV('Desv. estandar')
/TFOOTNOTE=LEFT'Variacién hormonal absoluta en la 1t hora de vida!
tsegln tipo de recién nacido!
/TABLE=(GLUDESP + IRIVARIP + CPVARTP + IRGVARIP) BY RNTIPO
/STATISTICS=VALIDN('N? de cssos') MEAN('Media')
SEMEAN('Error estéandar') STDDEV('Desv. estandar!')
/TFOOTNOTE=LEFT'Variacién hormonal porcentual en la 1% hora de vida!'
fsegln tipo de recién nacido!
/TABLE=(GLUDES + IRIVAR1 + CPVAR1 + IRGVAR1) BY KONTROL
/STATISTICS=VALIDN('N? de casos') MEAN('Media')
SEMEAN(*Error estandar') STDDEV('Desv. estandar!')
JTFOOTNOTE=LEFT'Variacién hormonal absoluta en la 1% hora de vida!'
'segliin control materno por HbA1!
/TABLE={GLUDESP + IRIVAR1IP + CPVARIP + IRGVAR1P) BY KONTROL
/STATISTICS=VALIDN('N®* de casos') MEAN('Media')
SEMEAN('Error estéandar') STDDEV('Desv. estandar!')
/TFOOTNOTE=LEFT'Variacién hormonal porcentual en la 1t hora de vida'
'seglin control materno por HbA1'.

SET LISTING=OFF.

HERB R R R B R RRR R R R R H SRR RN SRR R R R RS R AR R BB B R H B RN H R R AR AR R R 1

* Programa XPD1RO25.CNT para estudio de la regresién miltiple con las
variables mds involucradas.

SET LISTING=OFF PRINTER=OFF WIDTH=132 LENGTH=59.

TITLE 'Regresién miltiple éptima’.

SELECT IF (RNTIPO LT 4).

SUBTITLE 'Estudio en todos los hijos de diabéticat.

SET LISTING='XPD1R0O25.RS1"'.

PROCESS IF (RNTIPO GT 1).

REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H
/METHOD=STEP GLCORD EGRN SCRN RDPSORN PSSERN PSTRRN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SEMGL1H
/METHOD=ENTER GLCORD HBGLMATP PSSERN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=STEP GLCORD EGRN SCRN RDP50RN PSSERN PSTRRN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD HBGL3CN PSSERN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/OEPENDENT=GLUDESP
/METHOD=ENTER GLUPROMP HBGLMATP PSSERN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).

SUBTITLE 'Estudio en los HMD tipo A de White'.

SET LISTING='XPD1R025.RS2".

PROCESS IF (RNTIPO GT 1).
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REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PSSERN PSTRRN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=STEP GLCORD EGRN SCRN RDPS50RN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD EGRN PHFET
J/RESIDUALS=SI1ZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
J/DEPENDENT=GLUDESP
/METROD=STEP GLCORD EGRN SCRN RDPS5ORN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER PHFET GLCORD EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SUBTITLE 'Estudio en los HMD tipos B,C y D de White!'.
SET LISTING='XPD1R025.RS3'.
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE
JWIDTH=132
/STATISTICS=R ANOVA COEFF OUTS C! TOL END HISTORY
J/DEPENDENT=SEMGL1H
/METHOD=STEP GLUPREMX HBGL3CN EGRN SCRN RDPS5ORN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/ODEPENDENT=SEMGL1H
/METHOD=ENTER GLCORD HBGL3CN PSSERN NUMGEST PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=STEP GLMATP HBGL3CN NUMGEST SCMAT RPMATEO
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLMATP HBGL3CN PSSERN NUMGEST PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
JDEPENDENT=GLUDESP
/METHOD=ENTER GLMATP HBGL3CN PSSERN NUMGEST PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SUBTITLE 'Estudio en HMD con HbA1 < 8.2%'.
SET LISTING='XPD1R025.RS4".
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 2
/MISSING=PAIRWISE
/HWIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=GLUDES
/METHOD=STEP GLCORD EGRN SCRN RDPSORN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD SCMAT PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=STEP GLUPROMP HBGL3CN NUMGEST SCMAT RPMATEO
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPROMP SCMAT PHFET
/RESIDUALS=SI2E(SMALL) DURBIN HISTOGRAM{ZRESID) NORMPROB(ZRESID).
SUBTITLE 'Estudio en HMD con HbA1 > 8.2%!.
SET LISTING='XPD1R025.RS5'.
PROCESS IF (RNTIPO GT 1).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 3
/MISSING=PAIRWISE
/HWIDTH=132
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/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=GLUDES
JMETHOD=STEP GLCORD EGRN SCRN RDPSORN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=STEP GLUPREMX HBGL3CN NUMGEST SCMAT RPMATEO
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPREMX
JRESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRES1D).
SUBTITLE 'Estudio en los HMD con descenso glucémico > 50 mg/dl/hora’.
PROCESS IF (GLUDES GT 50).
SET LISTING='XPD1R025.RS6'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
J/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL 1H
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDPS5ORN
JRESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SEMGL1H
/METHOD=ENTER GLUPREMX HBGLMATP EGRN
JRESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=STEP GLCORD EGRN SCRN RDP50RN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/JMETHOD=ENTER GLCORD HBGLMATP EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=STEP GLUPREMX HBGLMATP EGRN SCRN RDP5ORN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPREMX HBGLMATP EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SUBTITLE *Estudio en lLos HMD con descenso glucémico > 2 SD'.
PROCESS IF (GLUDESP GT 72.78).
SET LISTING='XPD1R0O25.RS7'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
J/MISSING=PAIRWISE
J/HIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=GLUDES
/METHOD=STEP GLCORD EGRN SCRN RDP50RN PHFET
J/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD HBGLMATP
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.

HAHHBURRRUHUHEH BB HBHBERR AR R R AR B HHRHRU B RR AR AR R U R U R R HH B R

* programa XPD1R026.CNT para estudio de la regresién miultiple con las
variables mds involucradas.
SET LISTING=OFF PRINTER=OFF WIDTH=132 LENGTH=59.
TITLE 'Regresién miltiple éptima’.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio en los HMD con descenso glucémico > 50 mg/dl/hora'.
PROCESS IF (GLUDES GT 50).
SET LISTING=!XPD1R026.RS1*.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
JSTATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=STEP CPVAR1 IRG1H IRICORD
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SEMGL1H GLUDES GLUDESP
/METHOD=ENTER CPVAR1 IRG1H IRICORD
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/RESIDUALS=STIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP CPVAR1P IRG1H IRICORD

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=ENTER CPVAR1P IRG1H IRICORD

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).

SET LISTING=OFF.

RUBHBHHBHRUERH AR R R U R R R BRI B R AR R R R R R R R R R AR R B R R R R AR R Y

* Programa XPD1R027.CNT para estudio de la regresién miltiple con las
variables mas involucradas.
SET LISTING=OFF PRINTER=OFF WIDTH=132 LENGTH=59.
TITLE 'Regresién miltiple éptimat.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio en los HMD tipos B,C y D'.
PROCESS IF (RNTIPO = 3).
SET LISTING='XPD1R027.RS1'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STODDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=SEMGL1H
/METHOD=ENTER GLUPREMX PSSERN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPROMP PSSERN PHFET
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.

HRHBERBUBRRBHBRBURBR R BB URRBRARHRBHBR BB R RBUR BB R H B R AR R R URR AR #

* Programa XPD1R028B.CNT para estudio de la regresién miltiple con las
variables mads involtucradas.
SET LISTING=OFF PRINTER=OFF WIDTH=132 LENGTH=59.
TITLE ‘'Regresién miltiple éptima’.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio en los HMD con HbA1 > 8.2%'.
SET LISTING='XPD1RO28.RS1'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=KONTROL EQ 3
/MISSING=PAIRWISE
JWIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=GLUDES
/METHOD=ENTER GLCORD HBGL3CN NUMGEST SCMAT
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPREMX HBGL3CN NUMGEST RDPS5ORN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=GLUDESP
/METHOD=ENTER GLUPREMX HBGL3CN NUMGEST
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=0OFF.

REBBRUBRBHRRERERRBRERBHBRBBU BB BHERBRBRUBRBUBRRREBHRAGHHR AR R R RN G BHRR AR R

* Programa XPD1R029.CNT para estudio de la regresién miltiple con las
variables mds involucradas.
SET LISTING=OFF PRINTER=OFF WIDTH=132 LENGTH=59.
TITLE 'Regresién miltiple éptima’.
SELECT IF (RNTIPO LT 4).
SUBTITLE 'Estudio en los HMD con descenso glucémico > 50 mg/dl/hora'.
SET LISTING='XPD1R0O29.RS1'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
J/MISSING=PAIRWISE
/SELECT=GLUDES GT 50
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/WIDTH=132

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP CPVAR1 IRG1H CPCORD

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=ENTER CPVAR1 IRG1H CPCORD

JRESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID}

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=STEP CPVAR1P IRG1H CPCORD

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SEMGL1H GLUDES GLUDESP

/METHOD=ENTER CPVAR1P IRG1H CPCORD

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.

REHRHBH B R U B R U R R R AR R AR R A UR R AR AR R R R R R R R RN R R R

* pPrograma XPD1R0O30.CNT para analisis del fendémeno macrosémico.

SET PRINTER=0OFF LISTING=0OFF WIDTH=132.

TITLE 'ANOVA en la 12 hora de vida'.

SUBTITLE 'Estudio atendiendo al factor macrosomfa‘.

IF (RNTIPO=1) MACTIPO=1.

IF (PESADEC<3 AND (RNTIPD=2 OR RNTIPO=3)) MACTIPO=2.

IF (PESADEC=3 AND (RNTIPO=2 OR RNTIPO=3)) MACTIPO=3.

IF (RNTIPO=4) MACTIPO=4.

IF (PESADEC<3) MACTIPO2=1.

IF (PESADEC=3) MACTIP02=2.

VARIABLE LABELS MACTIPO MACTIPO2 'Tipo de Recién Nacido'.

VALUE LABELS MACTIPO 1 'Normal' 2 'HMD no macrosoma' 3 'HMD macrosoma'
4 'Macrosoma no HMD!

/MACTIPO2 1 'No macrosoma' 2 'Macrosoma’.

SET LISTING='XPD1R0O30.RS1'.

ONEWAY VARIABLES=NUMGEST TO PESMATH SCMAT TO INCPESM PSSEMAT PSTRMAT
PESPLA RPLARN EGRN TO PSTRRN SCRN TO PERPESRN PESP50RN BY MACTIPO(1,4)
J/CONTRAST=1 0 0 -1/CONTRAST=0 O 1 -1/CONTRAST=0.5 0.5 -0.5 -0.5/
/CONTRAST=1 -1 0 O/CONTRAST=0 1 -1 0
/RANGES=SCHEFFE
/STA=3.

SUBTITLE 'Regresién miltiple en los macrosomas HMD'.

SET LISTING='XPD1R030.RS2'.

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=MACTIPO EQ 3
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH INCPESM HBGLMATP
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH PSSEMAT HBGLMATP
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB{ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH PSTRMAT HBGLMATP
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH ACIRIMCN HBGLMATP
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB{ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH INCPESM HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB{ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH PSSEMAT HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH PSTRMAT HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN
/METHOD=STEP NUMGEST EDADMAT PESMATH ACIRIMCN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING='XPD1RO30.RS3!.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STODDEV CORR N
/SELECT=MACTIPO EQ 4
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JMISSING=PAIRWISE

/WIDTH=132

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY

/DEPENDENT=PESRN

/METHOD=STEP NUMGEST EDADMAT PESMATH INCPESM EGRN

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=STEP NUMGEST EDADMAT PESMATH INCPESM EGRN PSSERN PSTRRN

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=STEP NUMGEST EDADMAT PESMATH PSSEMAT EGRN PSSERN

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=STEP NUMGEST EDADMAT PESMATH PSTRMAT EGRN PSTRRN

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.

HERB R R AR A R R AR BB R R R R R R B R R R HRR B R R AR R AR AR R B R

* Programa XPD1R0O31.CNT para andlisis del fenémeno macrosémico.

SET PRINTER=OFF LISTING=OFF WIDTH=132.

TITLE *Anélisis de las correlaciones univariadas'.

SUBTITLE 'Estudio atendiendo al factor macrosomfa‘.

IF (RNTIPO=1) MACTIPO=1.

IF (PESADEC<3 AND (RNTIPO=2 OR RNTIPO0=3)) MACTIPO=2.

IF (PESADEC=3 AND (RNTIPO=2 OR RNTIPO=3)) MACTIPO=3.

IF (RNTIPO=4) MACTIPO=4.

IF (PESADEC<3) MACTIPO2=1.

IF (PESADEC=3) MACTIPO2=2.

VARIABLE LABELS MACTIPO MACTIPO2 'Tipo de Recién Nacido'.

VALUE LABELS MACTIPO 1 'Normal' 2 'HMD no macrosoma' 3 'HMD macrosoma'

4 'Macrosoma no HMD!
/MACTIPO2 1 'No macrosoma' 2 'Macrosoma’.

SET LISTING='XPD1R031.RS1'.

SUBTITLE 'Todos los recién nacidos'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRRN PESPLA RPLARN EGRN HBGLMATP
/OPTIONS=2 5.

PROCESS IF (RNTIP0=2).

SUBTITLE 'HMD gestacional'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5ORN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL3CN HBGLUSCN HBGLMATP
/OPTIONS=2 5.

PROCESS IF (RNTIPO=3).

SUBTITLE 'HMD insulinodependientes'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP50RN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEQO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
J/OPTIONS=2 5.

PROCESS IF (RNTIPO=4).

SUBTITLE 'Macrosomas no HMD'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGLMATP
/OPTIONS=2 5.

PROCESS IF (KONTROL=2).

SUBTITLE *HMD bien controlados®.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
/OPTIONS=2 5.

PROCESS IF (KONTROL=3).

SUBTITLE '"HMD mal controlados?®.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5O0RN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGLTCN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
/OPTIONS=2 5.

PROCESS IF (MACTIPO=2).

SUBTITLE *HMD no macrosomas'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5ORN
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WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN

/OPTIONS=2 5.

PROCESS IF (MACTIPO=3).

SUBTITLE 'HMD y macrosomas'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP50RN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
/OPTIONS=2 5.

PROCESS IF (MACTIP02=2).

SUBTITLE *'Todos tos macrosomas!.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP50RN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
JOPTIONS=2 5.

SELECT IF (RNTIPO=2 OR RNTIPO=3).

SUBTITLE 'Todos los HMD!'.

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP50RN
WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO INCPESM
PSSEMAT PSTRMAT PESPLA RPLARN EGRN HBGL1CN HBGL2CN HBGL3CN HBGLUSCN
HBGLMATP ACIRIMCN
/OPTIONS=2 5.

SET LISTING=OFF.
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* Programa XPD1R032.CNT para anédlisis del fenémeno macrosémico.
SET PRINTER=0FF LISTING=OFF WIDTH=132.
TITLE 'Regresién maltiple en la 1% hora de vida'.
SUBTITLE 'Estudio atendiendo al factor macrosomia'.
If (RNTIPO=1) MACTIPO=1,
IF (PESADEC<3 AND (RNTIPO=2 OR RNTIPO=3)) MACTIPO=2.
IF (PESADEC=3 AND (RNTIPO=2 OR RNTIPO=3)) MACTIPO=3.
IF (RNTIPO=4) MACTIPO=4.
IF (PESADEC<3) MACTIPO2=1.
IF (PESADEC=3) MACTIPO2=2.
IF (RNTIPO=1 OR RNTIPO=4) TIPRN=1.
IF (RNTIPO=2 OR RNTIPO=3) TIPRN=2.
VARIABLE LABELS MACTIPO MACTIPO2 TIPRN 'Tipo de Recién Nacido!'.
VALUE LABELS MACTIPO 1 'Normal®' 2 'HMD no macrosoma' 3 'HMD macrosoma'
4 'Macrosoma no HMD?!
/MACTIPO2 1 'No macrosoma' 2 'Macrosoma‘'
JTIPRN 1 'Normal' 2 'HMD'.
SET LISTING='XPD1R032.RS1!'.
SUBTITLE 'Recién nacidos tipo A de White!'.
REGRESSION VARIABLES=(COLLECT)
JDESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=STEP PESMATH TALLAMAT INCPESM EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=LONGRN
/METHOD=STEP PESMATH TALLAMAT EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PCRN
/METHOD=STEP PESMATH EGRN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SCRN
/METHOD=STEP NUMGEST TALLAMAT PESMATH EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=RDP50RN
/METHOD=STEP NUMGEST EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING='XPD1R032.RS2'.
SUBTITLE 'HMD tipos B,C y D de White!.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE
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/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=STEP PESMATH TALLAMAT INCPESM EGRN HBGLUSCN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HRISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=LONGRN
/METHOD=STEP PESMATH TALLAMAT EGRN HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PCRN
/METHOD=STEP NUMGEST EDADMAT HBGL1CN HKBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SCRN
/METHOD=STEP TALLAMAT PSSEMAT PSTRMAT HBGLUSCN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=RDP50RN
/METHOD=STEP EGRN HBGLUSCN ACIRIMCN
JRESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING='XPD1R032.RS3"'.
SUBTITLE 'Macrosomas no HMD'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ &
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=STEP PESMATH TALLAMAT IMCMAT RPMATEO INCPESM EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=LONGRN
/METHOD=STEP NUMGEST PESMATH TALLAMAT SCMAT RPMATEO INCPESM EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PCRN
/METHOD=STEP EGRN INCPESM
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SCRN
/METHOD=STEP TALLAMAT PESMATH IMCMAT RPMATEO INCPESM EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=RDP50RN
/METHOD=STEP INCPESM EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING='XPD1R032.RS4'.
SUBTITLE 'Todos los HMD!'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=TIPRN EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=STEP TALLAMAT PESMATH PESPLA INCPESM EGRN HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=LONGRN
/METHOD=STEP PESMATH TALLAMAT PESPLA EGRN HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PCRN
/METHOD=STEP EDADMAT SCMAT PESPLA EGRN HBGLI1CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PSSERN
/METHOD=STEP NUMGEST PESPLA HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PSTRRN
/METHOD=STEP NUMGEST PESPLA HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SCRN
/METHOD=STEP TALLAMAT PESPLA EGRN HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=RDP50RN
/METHOD=STEP PESPLA HBGL3CN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.
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* Programa XPD1RO33.CNT para andlisis del fenémeno macrosémico.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
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TITLE 'Regresién miltiple en la 12 hora de vida‘.
SUBTITLE 'Estudio atendiendo al factor macrosomfa'.
IF (RNTIPO=1 OR RNTIPO=4) TIPRN=1.
IF (RNTIPO=2 OR RNTIPO=3) TIPRN=2.
VARIABLE LABELS TIPRN 'Tipo de Recién Nacido'.
VALUE LABELS TIPRN 1 'Normal! 2 'HMD'.
SET LISTING='XPD1R033.RS1"'.
SUBTITLE 'Todos los HMD. Método : ENTER'.
PROCESS IF (TIPRN=2).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN
/METHOD=ENTER PESPLA EGRN ACIRIMCN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=LONGRN
/METHOD=ENTER PESPLA EGRN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PSSERN
/METHOD=ENTER PESPLA ACIRIMCN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PSTRRN
/METHOD=ENTER PESPLA ACIRIMCN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=SCRN
/METHOD=ENTER PESPLA EGRN ACIRIMCN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=RDP50RN
/METHOD=ENTER PESPLA ACIRIMCN HBGLUSCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.
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* Programa XPD1R034.CNT para estudio de la macrosomfa neonatal.
SET PRINTER=OFF LISTING=0OFF WIDTH=80.
TITLE 'Estudio de la macrosomfa neonatal'.
SUBTITLE 'Todos los recién nacidost.
SET LISTING='XPD1R034.RS1!.
NPAR TESTS K-W=PESMATH SCMAT IMCMAT RPMATEO PSTRMAT PESPLA LONGRN SCRN
BY MACTIPO(1,4)
/STA=1.
NPAR TESTS M-W=PESMATH SCMAT IMCMAT RPMATEO PSTRMAT PESPLA LONGRN SCRN
BY MACTIPO(1,4).
NPAR TESTS M-W=PESMATH SCMAT IMCMAT RPMATEO PSTRMAT PESPLA LONGRN SCRN
BY MACTIPO(3,4).
NPAR TESTS M-W=PESMATH SCMAT IMCMAT RPMATEOC PSTRMAT PESPLA LONGRN SCRN
BY MACTIPO(Z2,3).
SET LISTING='XPD1R034.RS2?,
SELECT IF (ORDINAL<>1 AND ORDINAL<>88 AND ORDINAL<>89 AND ORDINAL<>90).
NPAR TESTS K-W=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMINTH TO SEMGL1TH
GLUDES GLUDESP BY MACTIPO(1,4).
NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMINTH TO SEMGL1H
GLUDES GLUDESP BY MACTIPO(1,4).
NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1H TO SEMGL1H
GLUDES GLUDESP BY MACTIPO(3,4).
NPAR TESTS M-W=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1H TO SEMGL1H
GLUDES GLUDESP BY MACTIPO(Z2,3).
SET LISTING='XPD1R034.RS3!.
SET WIDTH=132.
ONEWAY VARIABLES=GLMATP TO IRGMATP GLCORD TO IRGCORD GLMIN1H TO SEMGL1H
GLUDES GLUDESP BY MACTIPO(1,4)
/CONTRAST=1 0 0 -1
/CONTRAST=0 0 1 -1
/RANGES=SCHEFFE
/STA=1 3,
SET LISTING=OFF.
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* programa XPD1R035.CNT para estudio de las caracterfisticas diferenciales

en Los macrosomas.

SET PRINTER=OFF LISTING=OFF WIDTH=132.

TITLE 'Estudio de la macrosomia’'.

SUBTITLE 'Diferencias propias del R.N. macrosoma en toda la muestra'.

SET LISTING='XPD1RO35.RS1'.

ANOVA VARIABLES=PESRN PESMINRN LONGRN PCRN SCRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/IMCRN RDP50RN PSSERN PSTRRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/PESPLA RPLARN BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN

/STA=3.

SUBTITLE 'Somatometrfa materna en toda la muestra'.

ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT
BY MACTIPO(1,4) CONOBSCL(1,4) WITH EDADMAT
/PSSEMAT PSTRMAT INCPESM

BY MACTIPO(1,4) CONOBSCL(1,4) WITH EDADMAT
/STA=3.
ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT
BY MACTIPO(1,4) CONOBSCL(1,4) WITH EDADMAT NUMGEST
/PSSEMAT PSTRMAT INCPESM
BY MACTIPO(1,4) CONOBSCL(1,4) WITH EDADMAT NUMGEST
/STA=3.

SET LISTING='XPD1R0O35.RS2'.

SUBTITLE 'Somatometrfa materna en Normales y Macrosomas no HMD!'.

PROCESS IF (TIPOGES=1).

ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4) WITH EDADMAT
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4) WITH EDADMAT

/STA=3,

SUBTITLE ‘'Somatometrfa materna en HMD y no HMD macrosomas'.

PROCESS IF (PESADEC=3).

ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4) WITH EDADMAT
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4) WITH EDADMAT

/STA=3.

SUBTITLE 'Somatometrfa materna en Normales y Macrosomas no HMD!'.

PROCESS IF (TIPRN=2).

ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4) WITH EDADMAT
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4) WITH EDADMAT
/HBGL3CN HBGLUSCN HBGLMATP BY MACTIPO(1,4) WITH EDADMAT

/STA=3.
SET LISTING=OFF.
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* Programa XPD1R036.CNT para estudio de las caracterfsticas diferenciales
en los macrosomas.
SET PRINTER=0FF LISTING=OFF WIDTH=132.
TITLE 'Estudio de la macrosomfa'.
SET LISTING='XPD1R036.RS1'.
SUBTITLE 'Somatometrfa materna en Normales y Macrosomas no HMD'.
PROCESS IF (TIPOGES=1).
ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4)
WITH EDADMAT NUMGEST
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4)
WITH EDADMAT NUMGEST
/STA=3,
SUBTITLE 'Somatometrfa materna en HMD y no HMD macrosomas'.
PROCESS IF (PESADEC=3).
ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4)
WITH EDADMAT NUMGEST
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4)
WITH EDADMAT NUMGEST
/STA=3.
SUBTITLE !'Somatometrfa materna en todos los HMD!',
PROCESS IF (TIPRN=2).
ANOVA VARIABLES=PESMATH TALLAMAT SCMAT IMCMAT BY MACTIPO(1,4) CONDIACL(1,5)
WITH EDADMAT NUMGEST
/PSSEMAT PSTRMAT INCPESM PESPLA RPLARN BY MACTIPO(1,4) CONDIACL(1,5)
WITH EDADMAT NUMGEST
/HBGL3CN HBGLUSCN HBGLMATP BY MACTIPO(1,4) CONDIACL(1,5)
WITH EDADMAT NUMGEST
/STA=3.
SET LISTING='XPD1R036.RS2!.
SUBTITLE 'Somatometrfa neonatal en normales y macrosomas no HMD!.
PROCESS IF (TIPOGES=1).
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ANOVA VARIABLES=PESRN PESMINRN LONGRN PCRN SCRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/IMCRN RDPS5ORN PERPESRN PSSERN PSTRRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/STA=3.
SUBTITLE 'Somatometrfa neonatal en HMD y no HMD macrosomas'.
PROCESS IF (PESADEC=3).
ANOVA VARIABLES=PESRN PESMINRN LONGRN PCRN SCRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/IMCRN RDP50RN PERPESRN PSSERN PSTRRN
BY MACTIPO(1,4) SEXRN(1,2) WITH EGRN
/STA=3.
SUBTITLE 'Somatometria neonatal en todos los HMD'.
PROCESS IF (TIPRN=2).
ANOVA VARIABLES=PESRN PESMINRN LONGRN PCRN SCRN
BY MACTIPO(1,4) SEXRN(1,2) CONDIACL(1,5) WITH EGRN
/IMCRN RDPSORN PERPESRN PSSERN PSTRRN
BY MACTIPO(1,4) SEXRN(1,2) CONDIACL(1,5) WITH EGRN
/STA=3.
SET LISTING=OFF.
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* programa XPD1RO37.CNT para estudio de las caracterfsticas diferenciales
en los macrosomas.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
TITLE 'Estudio de la macrosomfa'.
IF (MACTIPO=2) HMDMAC=1.
1F (MACTIPO=3) HMDMAC=2.
VARIABLE LABELS HMDMAC *Tipo de HMD'.
VALUE LABELS HMDMAC 1 'No macrosémico' 2 'Macrosoémico'.
FORMATS HMDMAC (F1.0).
SUBTITLE 'Somatometrfa neonatal en todos los HMD'.
PROCESS IF (TIPRN=2).
ANOVA VARIABLES=PESRN PESMINRN LONGRN PCRN SCRN
BY HMDMAC(1,2) SEXRN(1,2) CONDIACL(1,5) WITH EGRN
/IMCRN RDPSORN PERPESRN PSSERN PSTRRN
BY HMDMAC(1,2) SEXRN(1,2) CONDIACL(1,5) WITH EGRN
/STA=3.
SET LISTING=OFF.
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* programa XPD1RO38.CNT para comprobar utilidad del andlisis discriminante
para ta prediccién de la macrosomfa.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
TITLE 'Andlisis de discriminante y macrosomfa'.
SUBTITLE 'Prediccién en gestantes normales!'.
SET LISTING='XPD1R038.RS1°'.
DSCRIMINANT GROUPS=MACTIPO2(1,2)
/VARIABLES=TALLAMAT NUMGEST EDADMAT EGRN MACPRECL SCMAT
/SELECT=TIPOGES(1)
JANALYSIS=TALLAMAT TO EGRN
J/ANALYSIS=TALLAMAT TO MACPRECL
J/ANALYSIS=NUMGEST TO EGRN SCMAT
/ANALYSIS=NUMGEST TO SCMAT
/STA=11 13 14 15.
SET LISTING='XPD1R038.RS2'.
SUBTITLE 'Prediccién en gestantes diabéticas'.
PROCESS IF (TIPRN=2).
DSCRIMINANT GROUPS=MACTIPO2(1,2)
/VARIABLES=RNTIPO NUMGEST TALLAMAT CONDIACL KONTROL
J/ANALYSIS=RNTIPO TO TALLAMAT
/ANALYSIS=RNTIPO TO TALLAMAT KONTROL
/ANALYSIS=NUMGEST TO CONDIACL
/ANALYSIS=NUMGEST TO KONTROL
/STA=11 13 14 15,
SET LISTING=OFF.
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* programa XPD1R0O39.CNT para comprobar utilidad del anédlisis discriminante
para la prediccién de la macrosomfa.

SET PRINTER=OFF LISTING=0OFF WIDTH=132.

TITLE 'Andlisis de discriminante y macrosomfa'.

SUBTITLE ‘Prediccién en gestantes normales'.

SET LISTING='XPD1R039.RS1!'.

SUBTITLE 'Prediccién en gestantes diabéticas'.

PROCESS IF (TIPRN=2).

DSCRIMINANT GROUPS=MACTIPO2(1,2)
/VARIABLES=RNTIPO NUMGEST TALLAMAT CONDIACL KONTROLU
/ANALYSIS=RNTIPO TO TALLAMAT
/ANALYSIS=RNTIPO TO TALLAMAT KONTROLU
JANALYSIS=NUMGEST TO CONDIACL
/ANALYSIS=NUMGEST TO KONTROLU
/STA=11 13 14 15,

SET LISTING='XPD1R0O39.RS2'.

PROCESS IF (TIPRN=2).

DSCRIMINANT GROUPS=MACTIPO02(1,2)
/VARIABLES=RNTIPO NUMGEST TALLAMAT CONDIACL KONTROL3
J/ANALYSIS=RNTIPO TO TALLAMAT
/ANALYSIS=RNTIPO TO TALLAMAT KONTROL3
/ANALYSIS=NUMGEST TO CONDIACL
JANALYSIS=NUMGEST TO KONTROL3
/STA=11 13 14 15.

SET LISTING=OFF.
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* Programa XPD1R040.CNT para comprobar utilidad del andlisis discriminante
para la prediccién de la macrosomfa.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
TITLE 'Andlisis de discriminante y macrosomfia’'.
SET LISTING='XPD1R0O40.RS1'.
SUBTITLE 'Prediccién en gestantes diabéticas’.
PROCESS IF (TIPRN=2).
DSCRIMINANT GROUPS=MACTIP02(1,2)
/VARIABLES=RNTIPO NUMGEST TALLAMAT MACPRECL CONDIACL KONTROLU
/ANALYSIS=RNTIPO TO MACPRECL
/ANALYSIS=RNTIPO TO MACPRECL KONTROLU
/ANALYSIS=NUMGEST TO CONDIACL
/ANALYSIS=NUMGEST TO KONTROLU
/STA=11 13 14 15,
SET LISTING='XPD1R040.RS2'.
PROCESS IF (TIPRN=2).
DSCRIMINANT GROUPS=MACTIPO02(1,2)
/VARIABLES=RNTIPO NUMGEST TALLAMAT MACPRECL CONDIACL KONTROL3
/ANALYSIS=RNTIPO TO MACPRECL
JANALYSIS=RNTIPO TO MACPRECL KONTROL3
JANALYSIS=NUMGEST TO CONDIACL
/ANALYSIS=NUMGEST TO KONTROL3
/STA=11 13 14 15.
SET LISTING='XPD1R0C40.RS3'.
SUBTITLE 'Prediccién en gestantes diabéticas tipo A de White'.
PROCESS IF (RNTIPO=2).
DSCRIMINANT GROUPS=MACTIPO2(1,2)
/VARIABLES=NUMGEST MACPRECL CONDIACL KONTROL3 KONTROLU
/ANALYSIS=NUMGEST MACPRECL
/ANALYSIS=NUMGEST MACPRECL KONTROLU
/ANALYSIS=NUMGEST TO CONDIACL
/ANALYS1S=NUMGEST TO CONDIACL KONTROLU
/ANALYSIS=NUMGEST MACPRECL KONTROL3
/ANALYSIS=NUMGEST TO CONDIACL KONTROL3
/STA=11 13 14 15.
SET LISTING='XPD1R040.RS4!'.
SUBTITLE 'Prediccién en gestantes diabéticas insul inodependientes'.
PROCESS IF (RNTIPO=3).
DSCRIMINANT GROUPS=MACTIP02(1,2)
/VARTABLES=NUMGEST MACPRECL CONDIACL KONTROL3
/ANALYSIS=NUMGEST MACPRECL
J/ANALYS1S=NUMGEST TO CONDIACL
/ANALYSIS=NUMGEST MACPRECL KONTROL3
/ANALYSIS=NUMGEST TO CONDIACL KONTROL3
/STA=11 13 14 15.
SET LISTING=OFF.
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* programa XPD1R041.CNT para andlisis del fenémeno macrosémico.

SET PRINTER=OFF LISTING=0OFF WIDTH=132.

TITLE *Correlaciones somatométricas'.

SET LISTING=*XPD1R0O4T.RS1*,

SUBTITLE ‘Todos los hijos de gestantes normales'.

PROCESS IF (TIPOGES=1).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5O0RN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO
INCPESM PSSEMAT PSTRMAT HBGLMATP EGRN PESRN LONGRN PCRN PSSERN PSTRRN
JOPTIONS=Z2 5.

SUBTITLE 'Los macrosomas no HMD'.

PROCESS IF (RNTIPO=4).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEC
INCPESM PSSEMAT PSTRMAT HBGLMATP EGRN PESRN LONGRN PCRN PSSERN PSTRRN
/OPTIONS=2 5.

SUBTITLE 'lLos normales no macrosomas?.

PROCESS IF (RNTIPO=1).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5ORN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEQ
INCPESM PSSEMAT PSTRMAT HBGLMATP EGRN PESRN LONGRN PCRN PSSERN PSTRRN
JOPTIONS=2 5.

SUBTITLE 'Todos los HMD'.

PROCESS IF (TIPRN=2).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO
INCPESM PSSEMAT PSTRMAT HBGL1CN HBGL2CN HBGL3CN HBGLUSCN HBGLMATP
ACIRIMCN EGRN PESRN LONGRN PCRN PSSERN PSTRRN
/OPTIONS=2 5.

SUBTITLE 'Los HMD gestacional'.

PROCESS IF (RNTIPO=2).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO
INCPESM PSSEMAT PSTRMAT HBGL1CN HBGLZ2CN HBGL3CN HBGLUSCN HBGLMATP
ACIRIMCN EGRN PESRN LONGRN PCRN PSSERN PSTRRN
/OPTIONS=2 5.,

SUBTITLE 'Los HMD tipos B,C y D de White!'.

PROCESS IF (RNTIPO=3).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH NUMGEST EDADMAT TALLAMAT PESMATH SCMAT IMCMAT RPMATEO
INCPESM PSSEMAT PSTRMAT HBGLICN HBGL2CN HBGL3CN HBGLUSCN HBGLMATP
ACIRIMCN EGRN PESRN LONGRN PCRN PSSERN PSTRRN
JOPTIONS=2 5.

SET LISTING=*'XPD1R0O41.RS2!.

SUBTITLE *Todos los hijos de gestantes normales’®.

SELECT IF (ORDINAL<>1 AND ORDINAL<>16 AND ORDINAL<>23 AND ORDINAL<>88
AND ORDINAL<>90).

PROCESS IF (TIPOGES=1).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP
/OPTIONS=2 5.

SUBTITLE 'Los macrosomas no HMD'.

PROCESS IF (RNT1PO=4).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN
PESPLA RPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP
JOPTIONS=2 5.

SUBTITLE ‘Los R.N. normales no macrosomas'.

PROCESS IF (RNTIPO=1).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN

PESPLA RPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP
/OPTIONS=2 5.

SUBTITLE ‘Todos los HMD!.
PROCESS IF (TIPRN=2),
CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPSORN

:E?::QOQPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP

/OPTIONS=2 5.
SUBTITLE 'Los HMD gestacional'
PROCESS IFf (RNTIPO=2). )

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDP5ORN

:zfstéogPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP

/OPTIONS=2 5,
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SUBTITLE 'Los HMD tipos B,C y D de White!'.

PROCESS IF (RNTIPO=3).

CORRELATION VARIABLES=PESRN LONGRN PCRN PSSERN PSTRRN SCRN IMCRN RDPS5ORN
PESPLA RPLARN WITH GLCORD TO IRGCORD RIRIGSC TO RCPIRGSC GLUDES GLUDESP
ACIRICOR
/JOPTIONS=2 5.

SET LISTING=OFF.
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* programa XPD1R042.CNT para andlisis de correlaciones especiales.

SET PRINTER=OFF LISTING=OFF WIDTH=132.

TITLE 'Correlaciones analfticas’'.

SET LISTING='XPD1RO42.RS1'.

SUBTITLE 'Todos los HMD'.

PROCESS IF (TIPRN=2).

CORRELATION VARIABLES=ACIRIMCN ACIRICOR HBGLMATP WITH ACIRIMCN ACIRICOR
HBGLMATP HBGL3CN HBGLUSCN GLCORD TO IRGCORD GLMINTH TO SEMGL1H
/OPTIONS=2 5.

SET LISTING=OFF.

* Programa XPD1R043.CNT para la prediccién del fenémeno macrosémico.

SET PRINTER=OFF LISTING=OFF WIDTH=132.

TITLE 'Regresién miltiple de parametros somatométricos'.

SUBTITLE 'Parémetros clfinicos en los R.N. de gestantes normales'.

SET LISTING=*XPD1RO43.RS1'.

REGRESSION VARIABLES=(COLLECT)

/DESCRIPTIVES=MEAN STDDEV CORR N

/SELECT=TIPOGES EQ 1

/MISSING=PAIRWISE

/WIDTH=132

/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY

/DEPENDENT=PESRN

/METHOD=STEP PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=ENTER PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=STEP SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=PESRN

/METHOD=ENTER SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SCRN

/METHOD=STEP PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SCRN

/METHOD=ENTER PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SCRN

/METHOD=STEP SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=SCRN

/METHOD=ENTER SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=1MCRN

/METHOD=STEP PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=IMCRN

/METHOD=ENTER PESMATH TALLAMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=IMCRN

/METHOD=STEP SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)

/DEPENDENT=IMCRN

/METHOD=ENTER SCMAT INCPESM PSSEMAT

/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF,
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* Programa XPD1R044.CNT para la explicacién del fenémeno macrosémico.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
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TITLE ‘Regresién multiple de parametros somatométricos'.
SELECT IF (TIPRN=2).
SUBTITLE 'Parémetros analiticos en los HMD gestacionales®.
SET LISTING='XPD1R044.RS1".
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP CPCORD EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP RCPGSC EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP RCPIRGSC EGRN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING='XPD1R044.RS2'.
PROCESS IF (RNTIPO=2).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER CPCORD EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER RCPGSC EGRN HBGL3CN
J/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER RCPIRGSC EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SUBTITLE 'Parémetros analfticos en los HMD tipos B,C y D!'.
SET LISTING='XPD1R044.RS3'.
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 3
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP IRICORD ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP RIRIGSC ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP RIRIRGSC ACIRIMCN '
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.
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* Programa XPD1RO4S5.CNT para la explicacién del fenémeno macrosémico.
SET PRINTER=0FF LISTING=OFF WIDTH=132.
TITLE 'Regresién miltiple de pardmetros somatométricos'.
SUBTITLE 'Parémetros clfnicos en los HMD gestacionales'.
SET LISTING='XPD1R0O45.RS1'.
PROCESS IF (TIPRN=2).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/SELECT=RNTIPO EQ 2
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF CGUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP TALLAMAT EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER EGRN HBGL3CN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SUBTITLE 'Parametros clfnicos en los HMD tipos B,C y D'.
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SET LISTING='XPD1R0O45.RS2'.
PROCESS IF (TIPRN=2).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/SELECT=RNTIPO EQ 3
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=STEP TALLAMAT EGRN HBGLUSCN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID)
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER HBGLUSCN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.
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* Programa XPD1R046.CNT para la explicacién del fenémeno macrosémico.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
TITLE 'Regresién miltiple de parémetros somatométricos'.
SUBTITLE 'Parémetros clfnicos en los HMD con ACIRIMCN'.
SET LISTING='XPD1R046.RS1'.
PROCESS IF (ACIRIMCN<>0).
REGRESSION VARIABLES=(COLLECT)
/DESCRIPTIVES=MEAN STDDEV CORR N
/MISSING=PAIRWISE
/WIDTH=132
/STATISTICS=R ANOVA COEFF OUTS CI TOL END HISTORY
/DEPENDENT=PESRN SCRN IMCRN PSSERN PSTRRN
/METHOD=ENTER HBGLUSCN ACIRIMCN
/RESIDUALS=SIZE(SMALL) DURBIN HISTOGRAM(ZRESID) NORMPROB(ZRESID).
SET LISTING=OFF.
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* Programa XPD1R047.CNT para confeccionar la tablas de macrosomfa.
SET LISTING=OFF PRINTER=0FF WIDTH=80.
SET LISTING='XPD1R047.TB1".
TABLES / FORMATS=MARGINS(15,79) LENGTH(2,64) BOX ZERO CWIDTH(20) LEADER('.')
/OBSERVATION=PESRN LONGRN PCRN SCRN IMCRN RDP50RN PSSERN PSTRRN
PESMATH TALLAMAT SCMAT IMCMAT PSSEMAT PSTRMAT INCPESM PESPLA RPLARN
/TABLE=(PESRN + LONGRN + PCRN + SCRN) BY MACTIPOE
/STATISTICS=VALIDN('N? de casos') MEAN('Media‘) SEMEAN('Error estandar')
STDDEV('Desv. estandar')
/TFOOTNOTE=LEFT'Tabla 4.77.- Parédmetros somatométricos neonatales!
/TABLE=(IMCRN + RDP50RN + PSSERN + PSTRRN) BY MACTIPOE
/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estéandar')
STDDEV('Desv. estéandar')
/TFOOTNOTE=LEFT'Tabla 4.78.- Parametros somatométricos neonatales!'
/TABLE=(PESMATH + TALLAMAT + SCMAT + IMCMAT) BY MACTIPOE
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. esténdar')
/TFOOTNOTE=LEFT'Tabla 4.79.- Parametros somatométricos maternos'
/TABLE=(PSSEMAT + PSTRMAT + INCPESM + PESPLA + RPLARN) BY MACTIPOE
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. esténdar')
/TFOOTNOTE=LEFT*Tabla 4.77.- Parédmetros somatométricos neonatales'.
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* Programa XPD1RG48.CNT para estudio de diferencias en el comportamiento
del descenso glucémico entre los macrosomas no HMD y macrosomas HMD.
SET PRINTER=OFF LISTING=OFF WIDTH=132.
TITLE 'Estudio analftico de la macrosomfa’.
SELECT IF (ORDINAL<>?1 AND ORDINAL<>88 AND ORDINAL<>89 AND ORDINAL<>90).
SUBTITLE 'Comparaciones maternas'.
SET LISTING='XPD1R048.RS1"'.
ANGVA VARIABLES=GLMATP TO IRGMATP RIRIGMP BY MACTIPOE(1,3) WITH NUMGEST EDADMAT

;g?:G;P TO RCPIRGMP BY MACTIPOE(1,3) WITH NUMGEST EDADMAT
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SUBTITLE 'Comparaciones neonatales'.

SET LISTING='XPD1R048.RS2!'.

ANOVA VARIABLES=GLCORD TO IRGCORD RIRIGSC BY MACTIPOE(1,3) WITH EGRN PHFET
/RCPGSC TO RCPIRGSC BY MACTIPOE(1,3) WITH EGRN PHFET
/SEMGLTH GLUDES GLUDESP BY MACTIPOE(1,3) WITH EGRN PHFET
/STA=3.

SET LISTING='XPD1R048B.RS3".

ANOVA VARIABLES=GLMINTH TO IRG1H RIRIG1H BY MACTIPOE(1,3) WITH EGRN PHFET
/RCPG1H TO RCPIRGIH BY MACTIPOE(1,3) WITH EGRN PHFET
/STA=3,

SET LISTING=OFF.
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* programa XPD1RO49.CNT para analisis descriptivo en la 12 hora de vida.
SET PRINTER=0OFF WIDTH=80.
TITLE 'Anélisis descriptivo de la primera hora de vida',
SUBTITLE 'Estudio limitado a R.N. normales y macrosomas (HMD o no)’.
SELECT IF (ORDINAL<>1 AND ORDINAL<>88 AND ORDINAL<>89 AND ORDINAL<>90).
SET LISTING='XPD1R049.TB1".
TABLES/FORMATS MARGIN(15,79) LENGTH(Z2,64) BOX LEADER('.') ZERO CWIDTH(20)
/OBSERVATION=GLCORD TO IRGCORD GLMIN1H TO EBFET
JTABLE=(GLCORD+IRICORD+CPCORD+IRGCORD) BY MACTIPOE
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar’) MEDIAN('Mediana')
JITITLE=LEFT 'Situacién metabélica neonatal en cordén segin tipo R.N.!
JTABLE=(GLMINTH+IRI1H+CP1H+IRG1H) BY MACTIPOE
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!)
STDDEV('Desv. estandar') MEDIAN('Mediana!')
JTYTITLE=LEFT 'Situacién metabélica neonatal a los 60 m. segiin tipo R.N.!
/TABLE=(PHFET+EBFET) BY MACTIPOE
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. estéandar') MEDIAN('Mediana')
JITITLE=LEFT *Situacién metabdélica neonatal segin tipo R.N.'.
SET LISTING='XPD1R049.TB2!'.
TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX LEADER('.') ZERO CWIDTH(20)
/OBSERVATION=RIRIGSC TO GLUDESP SEMGL1H
/TABLE=(RIRIGSC+RCPGSC+RIRGGSC) BY MACTIPOE
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTTITLE=LEFT 'Situacién metabélica neonatal en cordén segtn tipo R.KN.!
/TABLE=(RIRICPSC+RIRIRGSC+RCPIRGSC) BY MACTIPOE
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV(*Desv. esténdar!) MEDIAN('Mediana')
JTITITLE=LEFT 'Situacién metabélica neonatal a los 60 m. seglin tipo R.N.!
/TABLE=(RIRIG1H+RCPGTH+RIRGG1H) BY MACTIPOE
/STATISTICS=VALIDN('N® de casos') MEAN(‘'Media®) SEMEAN('Error estandar!)
STDDEV('Desv. estandar') MEDIAN('Mediana')
/TTITLE=LEFT 'Situacién metabélica neonatal en cordén segin tipo R.N.!
/TABLE=(RIRICPTH+RIRIRGIH+RCPIRG1H) BY MACTIPOE
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTTITLE=LEFT 'Situacién metabélica neonatal a los 60 m. seglin tipo R.N.!
/TABLE=(SEMGL1H+GLUDES+GLUDESP) BY MACTIPOE
/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estdndar')
STODEV('Desv. estéandar!) MEDIAN(*Mediana')
/TTITLE=LEFT 'Situacién metabélica neonatal segln tipo R.N.'.
SET LISTING=OFF.

HRBHRH R ARHRHBURBRBR R BB HRBH BB R R BB U R B R BB U A R BB B R BB R R BB BB R RS

* Programa XPD1R0O50.CNT para estudio de ANOVA en la 1 hora de vida.
SET WIDTH=80 PRINTER=OFF LISTING=OFF.
TITLE 'ANOVA en la 1% hora de vida'.
SUBTITLE ‘*Estudio limitado a R.N. normales y macrosomas (HMD y no HMD)!',
SELECT IF (ORDINAL <> 1 AND ORDINAL <> 88 AND ORDINAL <> 89 AND ORDINAL <> 90).
SET LISTING='XPD1ROSO.RS1"'.
ONEWAY VARIABLES=GLCORD TO IRGCORD GLMINT1H TO EBFET BY MACTIPOE(1,3)
/CONTRAST=-1 1 0
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPD1R0O50.RS2".
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ONEWAY VARIABLES=RIRIGSC TO RCPIRG1H BY MACTIPOE(1,3)
/CONTRAST=-1 .5 .5
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
SET LISTING='XPD1RO50.RS3'.
ONEWAY VARIABLES=GLUDES TO IRGVAR1P BY MACTIPOE(1,3)
/CONTRAST=-1 1 0
/CONTRAST=0 -1 1
/RANGES=SCHEFFE
/STA=3.
TITLE ‘'Estadfstica no paramétrica de la 1% hora de vida'.
SET LISTING='XPDIRO50.RS4!,
NPAR TESTS K-W=GLCORD TO IRGCORD GLMIN1H TO EBFET RIRIGMP
TO RCPIRGTH GLUDES TO IRGVAR1P BY MACTIPOE (1,3).
SET LISTING='XPD1RO50.RS5!,
NPAR TESTS M-W=GLCORD TO IRGCORD GLMINTH TO EBFET RIRIGMP
TO RCPIRGTH GLUDES TO IRGVARTP BY MACTIPOE (1,2).
SET LISTING='XPD1RO50.RS6!.
NPAR TESTS M-W=GLCORD 7O IRGCORD GLMINTH TO EBFET RIRIGMP
TO RCPIRGTH GLUDES TO IRGVAR1P BY MACTIPOE (2,3).
SET LISTING=OFF.

Anexo

I
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* Programa XPD2R001.CNT para estudio de frecuencias y normalidades.
SET WIDTH=80 PRINTER=OFF.
TITLE 'Andlisis descriptivo global y pruebas de normalidad’.
SUBTITLE 'Estudio de los dfas 2,4 y 7'.
SET LISTING='XPD2ROO1.RST'.
FREQUENCIES VARIABLES=GL2A TO HBF4
/FORMAT=NOTABLE
/PERCENTILES=3 10 90 97
JSTATISTICS=ALL.
NPAR TESTS K-S(NORMAL)=GL2A TO HBF4.
SET LISTING=!XPD2R0O0O1.TB1?, .
TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)

/PTITLE='Andlisis descriptivo global?

/ETOTAL=T1 !'Total?

/OBSERVATION=GL2A TO IRG4D

/TABLE=({GLZ2A+IRI2A+CP2A+IRG2A) BY (SEXRN+T1)

JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana') MAXIMUM('Valor maximo!')
MINIMUM('Valor minimo') RANGE(!'Intervalo')

JTTITLE=LEFT 'Variabilidad general de datos metabélicos neonatales!

/TABLE=(GL2D+IRI2D+CP2D+IRG2D) BY (SEXRN+T1)

JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estédndar') MEDIAN('Mediana') MAXIMUM('Valor mdximo')
MINIMUM('Valor mfnimo') RANGE('Intervalo')

/TTITLE=LEFT 'Variabilidad general de datos metabélicos neonatales’

JTABLE=(GL4AA+IRI4LA+CP4A+IRGAA) BY (SEXRN+T1)

/STATISTICS=VALIDN('N? de casos') MEAN('Media‘') SEMEAN('Error estandar!)
SYDDEV('Desv. estandar') MEDIAN('Mediana') MAXIMUM('Valor maximo')
MINIMUM(*Valor minimo*') RANGE('Intervalo')

JITITLE=LEFT 'Variabilidad general de datos metabélicos neonatales?

/TABLE=(GL4D+IRI4D+CP4D+IRGAD) BY (SEXRN+T1)

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana') MAXIMUM('Valor méximo')
MINIMUM('Valor mfnimo') RANGE('Intervalo')

JTTITLE=LEFT 'Variabilidad general de datos metabdlicos neonatales'.

SET LISTING='XPD2R0O01.TB2!,
TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)

/PTITLE=tAnalisis descriptivo global?

/FTOTAL=T1 !'Total!

/OBSERVATION=GL7A TO HBF4 GLMAX2 GLMAX4 ESTGLZ2 ESTGL4

/TABLE=(GL7A+IRI7A+CP7A+IRG7A) BY (SEXRN+T1)

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. esténdar') MEDIAN('Mediana') MAXIMUM('Valor maximo')
MINIMUM('Valor mfnimo!') RANGE('Intervalo?)

J/TTITLE=LEFT 'Variabilidad general de datos metabdlicos neonatales’

JTABLE=(GL7D+IRI7D+CP7D+IRG7D) BY (SEXRN+T1)

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error esténdar!')
STDDEV('Desv. estédndar') MEDIAN('Mediana') MAXIMUM('Valor maximo')
MINIMUM('Valor minimo') RANGE('Intervalo')

JTITITLE=LEFT 'Variabilidad general de datos metabélicos neonatales’

JTABLE=(GLMAXZ2+GLMAX4+GLMAX7) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estdndar!')
SYDDEV('Desv. estandar') MEDIAN('Mediana‘') MAXIMUM(‘Valor maximo')
MINIMUM('Valor minimo') RANGE('Intervalo')

JTTITLE=LEFT 'variabilidad general de datos metabélicos neonatales!

JTABLE=(ESTGL2+ESTGL4+ESTGL7) BY (SEXRN+T1)

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV{'Desv. estandar') MEDIAN('Mediana’) MAXIMUM('Valor maximo!)
MINIMUM('Valor minimo') RANGE('Intervalo')

JTTITLE=LEFT 'Variabijlidad general de datos metabdlicos neonatales'

/TFOOTNOTE=LEFT f(Estimulo glucémico definido por drea de sobrecarga)'.

HRHBRABUER AR EUR B U U R U RRRRARBURH AR R RH BB B BB U U RUBRBRBUBUBBHERU R ARG

* Programa XPD2ROD2.CNT para estudio descriptivo de R.N. normales y HMD.

SET WIDTH=80 PRINTER=OFF.

TITLE 'Anédlisis descriptivo del 28, 4% y 72 dfas de vida!'.

SUBTITLE 'Estudio limitado al R.N. normal y HMD'.

SELECT IF (RNTIPO LT 4).

SELECT IF (ORDINAL <> 72 AND ORDINAL <> 84).

SET LISTING='XPD2R002.RST',

MEANS TABLES=GLZ2A TO HBF4 BY RNTIPO KONTROL/STA=ALL.

SET LISTING='XPD2R002.TB1:,

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.!') ZERO CWIDTH(20)
/PTITLE='Anédlisis descriptivo de la primera semana de vida'
/OBSERVATION=GL2A TO IRG4D

JTABLE=(GL2A+IRI2A+CP2A+IRG2A) BY RNTIPO
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/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error esténdar!)
STDDEV(‘'Desv. estandar') MEDIAN('Mediana!')
JTTITLE=LEFT 'Situacién metabélica basal al 2° dfa segin tipo de R.N.!
JTABLE=(GLMAX2+IRI2D+CP2D+IRG2D) BY RNTIPO
/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estdndar') MEDIAN(‘'Mediana')
JTTITLE=LEFT *Situacién metabélica postcarga al 2°® dia segln tipo de R.N.!
/TABLE=(GLAA+IRILA+CP4LA+IRGAA) BY RNTIPO
/STATISTICS=VALIDN('N®? de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. estandar') MEDIAN('Mediana!')
JTTITLE=LEFT 'Situacién metabélica basal al 42 dfa segin tipo de R.N.!?
/TABLE=(GLMAX4+IRI4D+CP4D+IRG4D) BY RNTIPO
/STATISTICS=VALIDN(!'N2 de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. estandar') MEDIAN('Mediana!')
JTTITLE=LEFT *Situacién metabélica postcarga al 42 dfa segln tipo de R.N.'.
SET LISTING='XPD2R002.TB2'.
TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE=*Andlisis descriptivo de la primera semana de vida!'
JOBSERVATION=GL7A TO HBF&4 ESTGLZ2 ESTGL&G
/TABLE=(GL7A+IRI7A+CP7A+IRG7A) BY RNTIPO

/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar')

STDDEV('Desv. estadndar') MEDIAN('Mediana’)

JTTITLE=LEFT 'Situacién metabélica basal al 7¢ dfa segln tipo de R.N.!
/TABLE=(GLMAX7+IRI7D+CP7D+IRG7D) BY RNTIPO

/STATISTICS=VALIDN('N? de casos') MEAN('Media‘') SEMEAN('Error estandar')

STDDEV('Desv. estandar') MEDIAN(‘'Mediana')

/TTITLE=LEFT 'Situacién metabélica postcarga al 7% dfa segin tipo de R.N.!
/TABLE=(ESTGL2+ESTGL4+ESTGL7) BY RNTIPO

/STATISTICS=VALIDN('N2 de casos’') MEAN('Media’) SEMEAN('Error estandar')

STDDEV('Desv. estandar') MEDIAN('Mediana')

JTTITLE=LEFT 'Estimulos glucémicos alcanzados segtin tipo de R.N.'

/TFOOTNOTE=LEFT '(Estimulo glucémico definido por el érea de sobrecarga)'.

SET LISTING='XPD2R0O02.TB3!.

TABLES/FORMATS MARGIN(15,79) LENGTH(2,64) BOX BOLD LEADER('.!') ZERO CWIDTH(20)
/PTITLE='Analisis descriptivo de la primera semana de vida®
/OBSERVATION=GL2A TO IRG4D

/TABLE=(GL2A+IRI2A+CP2A+IRG2A) BY KONTROL
/STATISTICS=VALIDN(*N2 de casos') MEAN(‘'Media‘’) SEMEAN('Error esténdar')
STDDEV('Desv. estandar') MEDIAN('Mediana’)
JITITLE=LEFT !'Situacién metabélica basal al 22 dfa segtin control!
/TABLE=(GLMAX2+IRI2D+CP2D+IRG2D) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media‘') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana!')
JITITLE=LEFT 'Situacién metabbélica postcarga al 2¢ dfa segtin control!
/TABLE=(GL4A+IRI4A+CP4A+IRGAA) BY KONTROL
/STATISTICS=VALIDN('N? de casos') MEAN('Media‘') SEMEAN('Error estandar')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
JYTITLE=LEFT 'Situacién metabélica basal al 4° dfa segin control!
/TABLE=(GLMAX4+IRI4D+CP4D+IRG4D) BY KONTROL
JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTTITLE=LEFT ‘'Situacién metabélica postcarga al 4t dfa seglin control®.
SET LISTING='XPD2R002.TB4'.
TABLES/FORMATS MARGIN(C15,79) LENGTH(2,64) BOX BOLD LEADER('.') ZERO CWIDTH(20)
/PTITLE='Anédlisis descriptivo de la primera semana de vida®
/OBSERVATION=GL7A TO HBF4 ESTGL2 ESTGL4
JTABLE=(GL7A+IRI7A+CP7A+IRG7A) BY KONTROL

JSTATISTICS=VALIDN('Ns de casos') MEAN('Media‘') SEMEAN('Error estandar')

STDDEV('Desv. estandar') MEDIAN('Mediana')

JITITLE=LEFT !'Situacién metabélica basal al 72 dfa segiin control?
/TABLE=(GLMAX7+IRI7D+CP7D+IRG7D) BY KONTROL

/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error esténdar')

STDDEV('Desv. estéandar') MEDIAN('Mediana')

JYTITLE=LEFT 'Situacién metabblica postcarga al 7¢ dfa segin control!
/TABLE=(ESTGL2+ESTGLA4+ESTGL7) BY KONTROL

/STATISTICS=VALIDN(*Nt de casos') MEAN(*Media‘') SEMEAN('Error esténdar')

STDDEV('Desv. esténdar') MEDIAN('Mediana')

JYTITLE=LEFT 'Estimulos glucémicos alcanzados seguin control!

/TFOOTNOTE=LEFT '(Estfmulo glucémico definido por el &rea de sobrecarga)'.

SET LISTING=OFF,

RUHNRBA R BB R R BB BB R BB BB R BB B U R B R U R YR U A BB UBUBRUBRBRERUBUBHR R R I

* Programa XPD2RO03.CNT para estudio descriptivo de variables calculadas.
* Limitado a 2%, 42 y 7% dfas de vida.

SET WIDTH=80 PRINTER=OFF.

TITLE *Anédlisis descriptivo de la 1% semana de vida'.
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SUBTITLE '‘Estudio Limitado a R.N. normales y HMD!'.

SELECT IF (RNTIPO LT 4).

SELECT IF (ORDINAL <> 72 AND ORDINAL <> 84).

SET LISTING='XPD2RO0O3.RST!*.

MEAN TABLES=IRIVARZ TO IRGVAR7P RIRIG2A TO RCPIRG7D SOGRAT1 TO SOGRAT3
BY RNTIPO KONTROL / STA=ALL.

SET LISTING=OFF.

HERBRARHRGBHEH R B U R AR U B RN B RR AR A R R B R B R R R B R B R AR R R B R AR ARG R R R R

* Programa XPD2ROO4.CNT para célculo de normalidades en variables computadas.
TITLE 'Analisis descriptivo global y pruebas de normalidad'.

SUBTITLE !Variables computadas en los dfas 2, 4 y 7',

SET WIDTH=80 PRINTER=OFF LISTING='XPD2R0O0O4.RS1',

NPAR TESTS K-S(NORMAL)=RIRIG2A TO RCPIRG2D.

SET LISTING=*XPD2R0O04.RS2!.

NPAR TESTS K-S(NORMAL)=RIRIG4A TO RCPIRG4D.

SET LISTING='XPD2R004.RS3'.

NPAR TESTS

K-S{NORMAL)=RIRIG7A TO RCPIRG7D.

SET LISTING='XPD2R004.RS4'.

NPAR TESTS

K-S(NORMAL)=IRIVAR2 TO IRGVAR7P SOGRAT1 TO SOGRAT3.

SET LISTING=OFF.

HEAERRR AR AR HBH U B RN BB UR G BB R H B AR R R U AR AR R R R R R R R R R AR R R

* Programa

XPD2R0O0O5.CNT para anélisis de la evolucién temporal de la funcién

pancredtica en el recién nacido normal durante la primera semana de vida.
SET WIDTH=80 LISTING=OFF PRINTER=OFF.
TITLE 'Evolucién de la funcién pancreatica en la 12 sem.'.
SUBTITLE 'Estudio limitado a los R.N. normales'.
SELECT IF (RNTIPO EQ 1).
SET LISTING='XPD2RO05.RS1'.

NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS

FRIEDMAN=GL2A GL4A GL7A.
FRIEDMAN=IRI2A IRI4A IRI7A.
FRIEDMAN=CP2A CP4A CP7A.
FRIEDMAN=IRG2A IRG4A IRG7A.
FRIEDMAN=GLMAX2 GLMAX4 GLMAX7.
FRIEDMAN=GL2D GL4D GL7D.
FRIEDMAN=IRIZ2D IRI4D IRI7D.
FRIEDMAN=CP2D CP4D CP7D.
FRIEDMAN=IRG2D IRG4D IRG7D.
FRIEDMAN=ESTGL2 ESTGL4 ESTGLY.

SET LISTING=OFF.

< RERBHBRUBRBHR R ERRR AU R BB R R RERB R R B AR RERURUBRU BB R BB R RBHBRERUBRE4Y

* Programa

XPD2RO06.CNT para andlisis de la evolucién temporal de la funcién

pancredtica en el recién nacido normal durante la primera semana de vida.
SET WIDTH=80 LISTING=OFF PRINTER=OFF.
TITLE 'Evolucién de la funcién pancredtica en la 1! sem.!.
SUBTITLE 'Estudio limitado a los HMD gestacional'.
SELECT IF (RNTIPO EQ 2).
SET LISTING=!XPD2RO0O6.RST?,

NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS
NPAR TESTS

FRIEDMAN=GL2A GL4A GL7A.
FRIEDMAN=IRI2A IRI4A IRI7A.
FRIEDMAN=CP2A CP4A CP7A.
FRIEDMAN=IRG2A IRG4A IRG7A.
FRIEDMAN=GLMAX2 GLMAX&4 GLMAX7.
FRIEDMAN=GL2D GL4D GL7D.
FRIEDMAN=IRIZ2D IRI4D IRI7D.
FRIEDMAN=CP2D CP4D CP7D.
FRIEDMAN=IRG2D IRGAD IRG7D.
FRIEDMAN=ESTGL2 ESTGL4 ESTGL7.

SET LISTING=OFF.

HURGBHBHARHAHBREHBBRBURRH BB GR BN BB BHBHBRUBHBREREHH RN RBH R B R U BH BB H U B

* Programa

XPD2ROO7.CNT para anélisis de la evolucién temporal de la funcién

pancredtica en el recién nacido normal durante la primera semana de vida.
SET WIDTH=80 LISTING=OFF PRINTER=0FF.
TITLE 'Evolucién de la funcién pancredtica en la 12 sem.'.
SUBTITLE 'Estudio limitado a los HMD insulinodependiente®.
SELECT IF (RNTIPO EQ 3).
SET LISTING=*XPD2R0O07.RS1",
NPAR TESTS FRIEDMAN=GL2A GL4A GL7A.
NPAR TESTS FRIEDMAN=IRIZA IRI4A IRI7A.
NPAR TESTS FRIEDMAN=CP2A CP4A CP7A.
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NPAR TESTS FRIEDMAN=IRG2A IRG4A IRG7A.
NPAR TESTS FRIEDMAN=GLMAX2 GLMAX4 GLMAX7.
NPAR TESTS FRIEDMAN=GL2D GL4D GL7D.

NPAR TESTS FRIEDMAN=IRIZ2D IRI4D IRI7D.
NPAR TESTS FRIEDMAN=CP2D CP4D CP7D.

NPAR TESTS FRIEDMAN=IRG2D IRG4D IRG7D.
NPAR TESTS FRIEDMAN=ESTGLZ2 ESTGL4 ESTGL7.
SET LISTING=OFF.

REHBRBRRBRRER R RBRBHRBUR BB R HRABRERRBRBH BB RUR AR B R R B R UG R AR R B BB R R A B R

* Programa XPD2ROO8.CNT para andlisis de la evolucién temporal de la funcién
pancreatica en el recién nacido normal durante la primera semana de vida.

SET WIDTH=80 LISTING=OFF PRINTER=0FF.

TITLE 'Evolucién de la funcién pancredtica en la 1* sem.'.

SUBTITLE 'Estudio limitado a los macosomas no HMD'.

SELECT IF (RNTIPO EQ 4).

SET LISTING='XPD2RO0O8.RS1'.

NPAR TESTS FRIEDMAN=GL2A GL4A GL7A.

NPAR TESTS FRIEDMAN=IRIZA IRI4A IRI7A.

NPAR TESTS FRIEDMAN=CP2A CP4A CP7A.

NPAR TESTS FRIEDMAN=IRG2A IRG4A IRG7A.

NPAR TESTS FRIEDMAN=GLMAX2 GLMAX4 GLMAX7.

NPAR TESTS FRIEDMAN=GL2D GL4D GL7D.

NPAR TESTS FRIEDMAN=IRIZ2D IRI4D IRI7D.

NPAR TESTS FRIEDMAN=CP2D CP4D CP7D.

NPAR TESTS FRIEDMAN=IRG2D IRG4D IRG7D.

NPAR TESTS FRIEDMAN=ESTGL2 ESTGL4 ESTGL7.

SET LISTING=OFF.

RENETRRUBRB R AR R RUR ARG RBRRRERRERBH AR BB RRABUR BB R BB RRRBRBHBRURREBRRB BRI 48

* Programa XPD2R0O09.CNT para analisis de la evolucién temporal de la funcién
pancredtica en el recién nacido normal durante la primera semana de vida.

SET WIDTH=80 LISTING=OFF PRINTER=OFF.

TITLE 'Evolucién de la funcién pancreatica en la 12 sem.'.

SUBTITLE 'Estudio limitado a los HMD con buen control!.

SELECT IF (KONTROL EQ 2).

SET LISTING='XPD2R009.RS1!,

NPAR TESTS FRIEDMAN=GL2A GL4A GL7A.

NPAR TESTS FRIEDMAN=IRI2A IRI4A IRI7A.

NPAR TESTS FRIEDMAN=CP2A CP4A CPT7A.

NPAR TESTS FRIEDMAN=IRG2A IRG4A IRG7A.

NPAR TESTS FRIEDMAN=GLMAX2 GLMAX4 GLMAX7.

NPAR TESTS FRIEDMAN=GL2D GL4D GL7D.

NPAR TESTS FRIEDMAN=IRIZ2D IRI4D IRI7D.

NPAR TESTS FRIEDMAN=CP2D CP4D CP7D.

NPAR TESTS FRIEDMAN=IRG2D IRG4D IRG7D.

NPAR TESTS FRIEDMAN=ESTGL2 ESTGL4 ESTGLY.

SET LISTING=OFF.

HREHBH BB R AR R AR R R AR BB H B R AR R U R G R U RRR AR ER AR RRBH B

* Programa XPD2RO10.CNT para andlisis de la evolucién temporal de la funcién
pancredtica en el recién nacido normal durante la primera semana de vida.

SET WIDTH=80 LISTING=OFF PRINTER=OFF.

TITLE 'Evolucién de la funcién pancredtica en la 12 sem.!.

SUBTITLE ‘Estudio limitado a los HMD con mal control'.

SELECT IF (KONTROL EQ 3).

SEY LISTING='XPD2RO10.RS1!'.

NPAR TESTS FRIEDMAN=GL2A GL4A GL7A.

NPAR TESTS FRIEDMAN=IRI2A IRI4A IRI7A.

NPAR TESTS FRIEDMAN=CP2A CP4A CP7A.

NPAR TESTS FRIEDMAN=IRG2A IRG4A IRGT7A.

NPAR TESTS FRIEDMAN=GLMAXZ2 GLMAX4 GLMAX7.

NPAR TESTS FRIEDMAN=GL2D GL4D GL7D.

NPAR TESTS FRIEDMAN=IRIZ2D IRI4D IRI7D.

NPAR TESTS FRIEDMAN=CP2D CP4D CP7D.

NPAR TESTS FRIEDMAN=IRG2D IRG4D IRG7D.

NPAR TESTS FRIEDMAN=ESTGL2 ESTGL4 ESTGL7.

SET LISTING=O0OFF.

HRHRUHBHRRA U AR AR BURRRRRRUR R R BB R R RB U R R R AR H R BB R R RERERE R HBHH
* Programa XPD2RO11.CNT para comprobar si existen dirferencias respecto al sexo

de {os recién nacidos.
SET WIDTH=B0 PRINTER=OFF LISTING=OFF.
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TITLE 'Anélisis descriptivo global de variables!'.
SUBTITLE 'Diferencias por sexos en las variables crudas'.
SET LISTING=*XPD2RO11.RS1*.

T-TEST GROUPS=SEXRN(1,2)/VARIABLES=GL2A TO HBF4.

SET LISTING=OFF.

HEHERARHBRBHEREHRRH B G RARR R B R R R B R AR H B HER B RRUBHRH G R R R BR R B BRI AR UR AR R SRR

* Programa XPD2R012.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE ‘'Estudio de la primera semana de vida‘'.
SUBTITLE *'Todos los recién nacidos'.
SET WIDTH=132 LISTING='XPD2R0O12.RS1"'.
MANOVA GLZ2A GL4A GL7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO,
MANOVA IRI2A IRI4A IRI7A BY RNTIPO(1,4)
JHWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO,
MANOVA CP2A CP4A CP7A BY RNTIPO(1,4)
JWSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA IRG2A IRG4A IRG7A BY RNTIPO(1,4)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HUSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNT1PO.
SET LISTING='XPD2R012.RS2'.
MANOVA GL2D GL4D GL7D BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA GLMAX2 GLMAX4 GLMAX7 BY RNTIPO(1,4)
/HUSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO,
MANOVA IRI2D IRI4D IRI7D BY RNTIPO(1,4)
JHWSFACTORS=DIA(3)
/CONTRAST(DIA)Y=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA CP2D CP4D CP7D BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAMCESTIM)



/OESIGN=RNTIPO.
MANOVA IRG2D IRG4D IRG7D BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA ESTGL2 ESTGL4 ESTGL7 BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING=*XPD2RD12.RS3'.
MANOVA RIRIG2A RIRIG4A RIRIG7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO,
MANOVA RCPG2A RCPG4A RCPG7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
JRENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/OESIGN=RNTIPO.
MANOVA RIRGG2A RIRGG4A RIRGG7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRICP2A RIRICP4A RIRICP7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY RNTIPO(1,4)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPIRG2A RCPIRG4A RCPIRG7A BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING='XPD2RO12.RS4"'.
MANOVA RIRIG2D RIRIG4D RIRIG7D BY RNTIPO(1,4)
/JWSFACTORS=D1A(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPG2D RCPG4D RCPG7D BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
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JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRGGZ2D RIRGG4D RIRGG7D BY RNTIPO(1,4)
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/JRENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNT1PO.
MANOVA RIRICP2D RIRICP4D RIRICP7D BY RNTIPO(1,4)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRIRG2D RIRIRG4D RIRIRG7D BY RNTIPO(1,4)
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY RNTIPO(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(D1A)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING=OFF.

RERRREBRBRERURBBRBUBARRERERUBU BB BHBBEBURGRURRBRRBU B R B URRBHBRBRRERBRRBUBRBR Y

* Programa XPDZ2RO13.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE 'Estudio de la primera semana de vida'.
SUBTITLE 'Todos los recién nacidos’.
SET WIDTH=132 LISTING='XPD2RO13.RS1"'.
MANOVA GL2A GL4A GL7A BY KONTROL(1,4)
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRI2A IRI4A IRI7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA CP2A CP4A CP7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRGZA IRGAA IRG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
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HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
SET LISTING='XPD2RO13.RS2'.
MANOVA GL2D GL4D GL7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA GLMAX2 GLMAX4 GLMAX7 BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA IRI2D IRI4D IRI7D BY KONTROL(1,4)
/JUSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA CP2D CP4D CP7D BY KONTROL(1,4)
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRG2D IRG4D IRG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA ESTGL2 ESTGL4 ESTGL7 BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/NSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
SET LISTING='XPD2RO13.RS3".
MANOVA RIRIG2A RIRIG4A RIRIG7A BY KONTROL(1,4)
/WSFACTORS=D1A(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA RCPG2A RCPG4A RCPG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA RIRGG2A RIRGG4A RIRGG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RIRICP2A RIRICP4A RIRICP7A BY KONTROL(1,4)
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/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
/HWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY KONTROL(1,4)
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HROMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RCPIRG2A RCPIRGAA RCPIRG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
JRENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
SET LISTING='XPD2RO13.RS4"',
MANOVA RIRIG2D RIRIG4D RIRIG7D BY KONTROL(1,4)
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA RCPG2D RCPG4D RCPG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/HSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA RIRGG2D RIRGGAD RIRGG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RIRICP2D RIRICP4D RIRICP7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RIRIRG2D RIRIRG4D RIRIRG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RCPIRG2D RCPIRG4AD RCPIRG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
SET LISTING=OFF,
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* Programa XPD2RO14.CNT para analisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.

TITLE 'Estudio de la primera semana de vida’'.

SUBTITLE 'Todos los recién nacidos'.

SET WIDTH=132 LISTING='XPD2ROT4.RS1'.

MANOVA GL2A GL4A GL7A BY RNTIPO(1,4)
JTRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA IRI2A IRI4A IRI7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4& DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/D1SCRIM=RAW STAN
/DESI1GN=RNTIPO.

MANOVA CP2A CP4A CP7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
JPRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANKOVA 1RG2A IRG4A IRGYA BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DI1F2V4 DIF24V7
JPRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

SET LISTING='XPD2R014.RS2!.

MANOVA GL2D GL4D GL7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO,

MANOVA GLMAX2 GLMAX4 GLMAX7 BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIFCUNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA IRIZ2D IRI4D IRI7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
JPRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANGVA CP2D CP4D CP7D BY RNTIPO(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO,

MANOVA IRG2D IRGAD IRG7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DES1GN=RNTIPO.

MANOVA ESTGL2 ESTGL4 ESTGLY7 BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
JPRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

SET LISTING='XPD2R0O14.RS3!'.,



MANOVA RIRIG2A RIRIG4A RIRIG7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
JOESIGN=RNTIPO.

MANOVA RCPG2A RCPGAA RCPG7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRGG2A RIRGG4A RIRGG7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DI1F2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRICP2A RIRICP4A RIRICP7A BY RNTIPO(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRIRG2A RIRIRGAA RIRIRG7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY{(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RCPIRG2A RCPIRGAA RCPIRG7A BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/OISCRIM=RAW STAN
/DESIGN=RNTIPO.

SET LISTING='XPD2RO14.RS4"'.

MANOVA RIRIG2D RIRIG4D RIRIG7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/ODISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RCPG2D RCPGAD RCPG7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRGG2D RIRGG4D RIRGG7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRICPZ2D RIRICPAD RIRICP7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

MANOVA RIRIRG2D RIRIRG4D RIRIRG7D BY RNTIPO(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
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/DESIGN=RNTIPO.

MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY RNTIPO(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=RNTIPO.

SET LISTING=OFF.

HEHBR R URHR BB RBHERRRH R BN B R ARG R AR AR H B R U BH R AR BB H B HE R U AHRRGRR AR BB AR AR R R 1R

* Programa XPD2RO15.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.

TITLE 'Estudio de la primera semana de vida'.

SUBTITLE 'Todos los recién nacidos'.

SET WIDTH=132 LISTING='XPD2RO15.RS1".,

MANOVA GL2A GL4A GL7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAM STAN
/DESIGN=KONTROL.

MANOVA IRIZ2A IRI4A IRI7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA CP2A CP4A CP7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA IRG2A IRG4A IRG7A BY KONTROL(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

SET LISTING='XPD2R0O15.RS2'.

MANOVA GL2D GL4D GL7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
JPRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA GLMAX2 GLMAX4 GLMAX7 BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA IR12D IRI4D IRI7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL .

MANOVA CP2D CP4D CP7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA IRG2D IRG4D IRG7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7



/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)
HOMOGENEITY(BARTLETT BOXM)

/DISCRIM=RAW STAN

/DESIGN=KONTROL.

MANOVA ESTGL2 ESTGL4 ESTGL7 BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL .

SET LISTING='XPD2RO15.RS3!*.

MANOVA RIRIG2A RIRIG4A RIRIG7A BY XONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL .

MANOVA RCPG2A RCPG4A RCPG7A BY KONTROL(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA RIRGG2A RIRGG4A RIRGG7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DI1F2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANGVA RIRICP2A RIRICP4A RIRICP7A BY KONTROL(1,4)
/TRANSFORM=0ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM D1F2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA RCPIRG2A RCPIRG4A RCPIRG7A BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

SET LISTING='XPD2RO15.RS4".

MANOVA RIRIG2D RIRIG4D RIRIG7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL .

MANOVA RCPG2D RCPGAD RCPG7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2Vv4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA RIRGG2D RIRGG4D RIRGG7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL .
MANOVA RIRICP2D RIRICP4D RIRICP7D BY KONTROL(1,4)
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/TRANSFORM=ORTHONORM DIFFERENCE

/RENAME=PROM DIF2V4 DIF24V7

/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)
HOMOGENEITY(BARTLETT BOXM)

/DISCRIM=RAW STAN

/DESIGN=KONTROL.

MANOVA RIRIRG2D RIRIRGAD RIRIRG7D BY KONTROL(1,4)
/TRANSFORM=ORTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY KONTROL(1,4)
/TRANSFORM=CRTHONORM DIFFERENCE
/RENAME=PROM DIF2V4 DIF24V7
/PRINT=TRANSFORM SIGNIF(UNIV MULTIV EIGEN)

HOMOGENEITY(BARTLETT BOXM)
/DISCRIM=RAW STAN
/DESIGN=KONTROL.

SET LISTING=OFF.
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* Programa XPD2RO16.CNT para andlisis de la evolucién temporal de la funcién
pancreitica en el recién nacido normal durante la primera semana de vida.

SET WIDTH=80 LISTING=0OFF PRINTER=OFF.

TITLE 'Evolucién de la funcibén pancreatica en la 1! sem.'.

SUBTITLE 'Estudio limitado a los R.N. normales'.

SET LISTING='XPD2R016.RS1!1.

PROCESS IF (RNTIPO EQ 1).

NPAR TESTS FRIEDMAN=RIRIGZ2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
/FRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRGZA RCPIRG4A RCPIRG7A
/FRIEDMAN=RIRIG2D RIRIGAD RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SUBTITLE 'Estudio limitado a los HMD tipo A de Whitet,

SET LISTING='XPD2R0O16.RS2!'.

PROCESS IF (RNTIPO EQ 2).

NPAR TESTS FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
/FRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/FRIEDMAN=RIRIG2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICPZD RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SUBTITLE 'Estudio limitado a los HMD tipos B,C y D de White'.

SET LISTING='XPD2RO16.RS3'.

PROCESS IF (RNTIPO EQ 3).

NPAR TESTS FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
/FRIEDMAN=RIRIRGZA RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/FRIEDMAN=RIRIGZ2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SUBTITLE 'Estudio limitado a los R.N. macrosomas’'.
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SET LISTING='XPD2R016.RS4*.

PROCESS IF (RNTIPO EQ 4).

NPAR TESTS FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/ERIEDMAN=RIRICP2A RIRICP4A RIRICP7A
JFRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
JFRIEDMAN=RIRIG2D RIRIG4D RIRIGYD
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
JFRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SUBTITLE 'Estudio lLimitado a los HMD con buen control!'.

SET LISTING='XPD2RD16.RS5¢Y.

PROCESS IF (KONTROL EQ 2).

NPAR TESTS FRIEDMAN=RIRIGZ2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
/FRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/FRIEDMAN=RIRIGZ2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SUBTITLE 'Estudio limitado a los HMD con mal control'.

SET LISTING='XPD2R016.RS6"'.

PROCESS IF (KONTROL EQ 3).

NPAR TESTS FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
JFRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
JFRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/FRIEDMAN=RIRIG2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG20 RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
JFRIEDMAN=RIRICP2D RIRICP4AD RIRICP7D
/FRIEDMAN=RIRIRGZD RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
/STA=1.

SET LISTING=OFF.
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* programa XPD2R0O17.CNT para analisis de la evolucién temporal de la funcién
pancredtica en el recién nacido normal durante la primera semana de vida.

SET WIDTH=80 LISTING=0FF PRINTER=OFF.
TITLE 'Evolucién de la funcién pancreatica en la 1% sem.'.
SUBTITLE 'Estudio limitado a los HMD tipos B,C y D de White!.
SET LISTING='XPD2RO17.RS1!.
PROCESS IF (RNTIPO EQ 3).
NPAR TESTS FRIEDMAN=GL2A GL4A GL7A

/FRIEDMAN=IRI2A IRI4A IRI7A

/FRIEDMAN=CP2A CP4A CPT7A

/FRIEDMAN=IRG2A IRG4A IRG7A

/FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A

/FRIEDMAN=RCPG2A RCPG4A RCPG7A

/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A

/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A

/FRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A

/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A

/FRIEDMAN=GL2D GL4D GL7D

/FRIEDMAN=GLMAXZ2 GLMAX4 GLMAX7

JFRIEDMAN=IRI2D IRI4D IRI7D

/FRIEDMAN=CP2D CP4D CP7D

/FRIEDMAN=IRG2D IRG4D IRG7D

/FRIEDMAN=RIR1G2D RIRIG4D RIRIG7D

/FRIEDMAN=RCPG2D RCPG4LD RCPG7D

/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D

/FRIEDMAN=RIRICPZ2D RIRICP4D RIRICP7D
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/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4AD RCPIRG7D
/FRIEDMAN=ESTGL2 ESTGL4 ESTGL7Y.

SUBTITLE ‘'Estudio limitado a los R.N. macrosomas'.

SET LISTING='XPD2R0O17.RS2'.

PROCESS IF (RNTIPO EQ 4).

NPAR TESTS FRIEDMAN=GL2A GL4A GL7A
/FRIEDMAN=IRI2A IRI4A IRI7A
/FRIEDMAN=CP2A CP4A CP7A
/FRIEDMAN=IRG2A IRG4A IRG7A
/FRIEDMAN=RIRIG2A RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
/FRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/ERIEDMAN=GL2D GL4D GL70D
/FRIEDMAN=GLMAX2 GLMAX4 GLMAX7
/FRIEDMAN=IRI2D IRI4D IRI7D
/FRIEDMAN=CP2D CP4D CP7D
/FRIEDMAN=IRG2D IRG4D IRG7D
JERIEDMAN=RIRIGZ2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRG2D RIRIRG4D RIRIRG7D
JFRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG?7D
/FRIEDMAN=ESTGL2 ESTGL4 ESTGL7.

SUBTITLE 'Estudio limitado a los HMD con buen control?.

SET LISTING='XPD2R017.RS3'.

PROCESS IF (KONTROL EQ 2).

NPAR TESTS FRIEDMAN=GLZ2A GLA4A GL7A
/FRIEDMAN=IRIZ2A IRI4A IRI7A
/FRIEDMAN=CP2A CP4A CP7A
/FRIEDMAN=IRG2A IRG4A IRG7A
/FRIEDMAN=RIRIGZA RIRIG4A RIRIG7A
/FRIEDMAN=RCPG2A RCPG4A RCPG7A
/FRIEDMAN=RIRGG2A RIRGG4A RIRGG7A
/FRIEDMAN=RIRICP2A RIRICP4A RIRICP7A
JFRIEDMAN=RIRIRG2A RIRIRG4A RIRIRG7A
/FRIEDMAN=RCPIRG2A RCPIRG4A RCPIRG7A
/FRIEDMAN=GL2D GL4D GL7D
/ERIEDMAN=GLMAX2 GLMAX4 GLMAX7
/FRIEDMAN=IRI2D IRI4D IRI7D
/FRIEDMAN=CP2D CP4D CPT7D
/FRIEDMAN=IRG2D IRG4D IRG7D
/FRIEDMAN=RIRIG2D RIRIG4D RIRIG7D
/FRIEDMAN=RCPG2D RCPG4D RCPG7D
/FRIEDMAN=RIRGG2D RIRGG4D RIRGG7D
/FRIEDMAN=RIRICP2D RIRICP4D RIRICP7D
/FRIEDMAN=RIRIRGZ2D RIRIRG4D RIRIRG7D
/FRIEDMAN=RCPIRG2D RCPIRG4D RCPIRG7D
JFRIEDMAN=ESTGL2 ESTGL4 ESTGL7Y.

SET LISTING=OFF.
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* programa XPD2RO18.CNT para analisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida,.

TITLE 'Estudio de la primera semana de vida'.

SUBTITLE 'Todos los recién nacidos'.

SET WIDTH=132 LISTING='XPD2RO18.RS1"'.

COMPUTE C1=EGRN.

COMPUTE C2=EGRN.

COMPUTE C3=EGRN.

MANOVA GL2A GL4A GL7A BY RNTIPO(1,4) WITH C1 c2 C3
JHWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)

HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=RNTIPO.

MANOVA IRI2A IRI4A IRI7A BY RNTIPO(1,4) WITH C1 C2 C3
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE



/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/WSDESIGN=DIA
/CONTRAST(RNTIPO)=SIMPLE(1)
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNT1PO.
MANOVA CP2A CP4A CP7A BY RNTIPO(1,4) WITH C1 c2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPQ)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA IRG2A IRG4A IRG7A BY RNTIPO(1,4) WITR C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING='XPD2RO18.RS2'.
MANOVA GL2D GL4D GL7D BY RNTIPO(1,4) WITH C1 c2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRNT EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/OESIGN=RNTIPO.
MANOVA GLMAX2 GLMAX4 GLMAX7 BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
JRENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA IR12D IRI4D IRI7D BY RNTIPO(1,4) WITH €1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/HSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA CP2D CP4D CP7D BY RNTIPO(1,4) WITH C1 €2 C3
/WSFACTORS=D1A(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(CESTIM)
/DESIGN=RNTLPO,
MANOVA IRG2D IRG4D IRG7D BY RNTIPO(1,4) WITH Ct1 C2 €3
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA ESTGLZ2 ESTGL4 ESTGL7 BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/JCONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/JPRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
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HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING='XPD2RO18.RS3'.
MANOVA RIRIG2A RIRIG4A RIRIG7A BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRNZ2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPG2A RCPG4A RCPG7A BY RNTIPO(1,4) WITH C1 C2 €3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRGG2A RIRGG4A RIRGG7A BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRICP2A RIRICP4AA RIRICP7A BY RNTIPO(1,4) WITH C1 c2 c3
JHWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRNT EGRNZ2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPIRG2A RCPIRG4A RCPIRG7A BY RNTIPO(1,4) WITH C1 C2 C3
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
JCONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING='XPD2RO18.RS4'.
MANOVA RIRIG2D RIRIGAD RIRIG7D BY RNTIPO(1,4) WITH C1 C2 C3
/HSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRNT1 EGRN2 EGRN3
JCONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPG2D RCPG4D RCPG7D BY RNTIPO(1,4) WITH C1 €2 C3
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
JCONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRGG2D RIRGGA4D RIRGG7D BY RNTIPO(1,4) WITH C1 C2 C3
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/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRNT EGRN2 EGRN3
JCONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRICP2D RIRICP4D RIRICP7D BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RIRIRG2D RIRIRG4D RIRIRG7D BY RNTIPO(1,4) WITH C1 C2 C3
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRNZ2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY RNTIPO(1,4) WITH C1 C2 €3
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7 EGRN1 EGRN2 EGRN3
/CONTRAST(RNTIPO)=SIMPLE(1)
/JUSDESIGN=DIA
JPRINT= TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=RNTIPO.
SET LISTING=OFF.
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* Programa XPD2RO19.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE 'Estudio de la primera semana de vida'.
SUBTITLE 'Todos los recién nacidos?.
SET WIDTH=132 LISTING='XPD2RO19.RS1'.
MANOVA GL2A GL4A GL7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)Y=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/HWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRI2A IRI4A IRI7A BY KONTROL(1,4)
JHSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
J/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA CP2A CP4A CP7A BY KONTROL(1,4)
/NSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/HSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRG2A IRG4A IRG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PRCM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/HSDESIGN=DIA
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/PRINT=CELLINFO{MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
SET LISTING='XPD2RO19.RS2'.
MANOVA GLZ2D GL4D GL7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)Y=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL .
MANOVA GLMAX2 GLMAX4 GLMAX7 BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRIZ2D IRI4D IRI7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA CP2D CP4D CP7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA IRG2D IRG4D IRG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
JRENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA ESTGL2 ESTGL4 ESTGLZ BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
JWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
SET LISTING='XPD2RO19.RS3".
MANOVA RIRIG2A RIRIG4A RIRIG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RCPG2A RCPG4A RCPG7A BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
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MANOVA RIRGG2A RIRGG4A RIRGG7A BY KONTROL(1,4)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL )=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

MANOVA RIRICPZA RIRICP4A RIRICP7A BY KONTROL(1,4)

/WSFACTORS=DIA(3)

JCONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL )=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY KONTROL(1,4)

JWSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/HSDESIGN=DIA

JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

MANOVA RCPIRG2A RCPIRG4A RCPIRG7A BY KONTROL(1,4)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

SET LISTING='XPD2RO19.RS4".
MANOVA RIRIG2D RIRIG4D RIRIG7D BY KONTROL(1,4)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

MANOVA RCPG2D RCPG4D RCPG7D BY KONTROL(1,4)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL }=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL .

MANOVA RIRGG2D RIRGG4D RIRGG7D BY KONTROL(1,4)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/HWSDESIGN=DIA

/PRINT=CELLINFOCMEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL .,

MANOVA RIRICP2D RIRICP4D RIRICP7D BY KONTROL(1,4)

/HWSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL.

MANOVA RIRIRG2D RIRIRGAD RIRIRG7D BY KONTROL(1,4)

JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
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/CONTRAST(KONTROL)=SIMPLE(T)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL.
MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY KONTROL(1,4)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM D1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/JOESTGN=KONTROL.
SET LISTING=0FF.
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* Programa XPD2R020.CNT para estudio descriptivo de R.N. normales y HMD.

SET WIDTH=132 PRINTER=0OFF LISTING=OFF.

TITLE 'Andlisis descriptivo del 2¢, 42 y 72 dfas de vida'.

SUBTITLE ‘*Estudio limitado al R.N. normal y HMD',

SET LISTING='XPD2R020.TB1'.

TABLES/FORMATS MARGIN(15,110) LENGTH(2,64) BOX LEADER('.') ZERDO CWIDTH(20)
/PTITLE='Analisis descriptivo de la primera semana de vida!'
/OBSERVATION=GL2A TO IRG7D

/TABLE=(GL2A+GL4A+GL7A) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media‘') SEMEAN('Error estandar')
STODEV('Desv. estandar') MEDIAN('Mediana')
J/TABLE=CIRI2A+IRI4LA+IRI7A) BY KONTROL
/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estéandar')
STDDEV('Desv. estandar') MEDIAN('Mediana‘)
/TABLE=(CP2A+CP4A+CP7A) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error esténdar?®)
STDDEV('Desv. esténdar') MEDIAN(‘'Mediana')
/TABLE=(IRG2A+IRG4A+IRG7A) BY KONTROL
/STATISTICS=VALIDN(*N2 de casos') MEAN('Mediat') SEMEAN('Error estéandar®)
STODEV('Desv. esténdar') MEDIAN('Mediana').

SET LISTING='XPD2R020.T82'.

TABLES/FORMATS MARGIN(15,110) LENGTH(2,64) BOX LEADER('.') ZERO CWIDTH(20)
/PTITLE='Andlisis descriptivo de la primera semana de vida'
/OBSERVATION=GL2A TO ESTGL7

/TABLE=({GLMAX2+GLMAX4+GLMAX7) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
/TABLE=(GL2D+GL4D+GL7D) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
/TABLE=(IRI2D+IRI4D+IRI7D) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estéandar') MEDIAN('Mediana')
/TABLE=(CP2D+CP4D+CP7D) BY KONTROL
JSTATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estéandar?) MEDIAN('Mediana')
/TABLE=(IRG2D+IRG4D+IRG7D) BY KONTROL
/STATISTICS=VALIDN('N?® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandart) MEDIAN('Mediana’)
/TABLE=(ESTGL2+ESTGL4+ESTGL7) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estandar?)
STDDEV('Desv. estandart®) MEDIAN('Mediana‘).

SET LISTING='XPD2R020.TB3!.

TABLES/FORMATS MARGIN(15,110) LENGTH(2,64) BOX LEADER('.') ZERO CWIDTH(20)
/PTITLE='Andlisis descriptivo de la primera semana de vida!
JOBSERVATION=RIRIG2A TO RCPIRG7D

/TABLE=(RIRIG2A+RIRIG4A+RIRIG7A) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. estéandar') MEDIAN('Mediana')
JTABLE=(RCPG2A+RCPG4A+RCPG7A) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estéandar')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
/TABLE=(RIRGGZA+RIRGG4A+RIRGG7A) BY KONTROL
/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error esténdar')
STDDEV('Desv. esténdar') MEDIAN('Mediana!')
JTABLE=(RIRICP2A+RIRICP4LA+RIRICP7A) BY KONTROL
/STATISTICS=VALIDN('N? de casos') MEAN('Media’') SEMEAN('Error estindar!')
STDDEV('Desv. estédndar') MEDIAN('Mediana')
/TABLE=(RIRIRG2A+RIRIRG4A+RIRIRG7A) BY KONTROL
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/STATISTICS=VALIDN('N? de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. esténdar') MEDIAN('Mediana')
/TABLE=(RCPIRG2A+RCPIRG4A+RCPIRG7A) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media‘') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana').

SET LISTING='XPD2R0O20.TB4'.

TABLES/FORMATS MARGIN(15,110) LENGTH(2,64) BOX LEADER('.') ZERO CWIDTH(20)
/PTITLE='Analisis descriptivo de la primera semana de vida'
JOBSERVATION=RIRIG2A TO RCPIRG7D

/TABLE=(RIRIGZD+RIRIGAD+RIRIG7D) BY KONTROL
JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar!')
STDDEV('Desv. esténdar') MEDIAN{'Mediana')
JTABLE=(RCPG2D+RCPG4D+RCPG7D) BY KONTROL
JSTATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
JTABLE=(RIRGG2D+RIRGGA4D+RIRGG7D) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar?')
STDDEV('Desv. estéandar') MEDIAN('Mediana')
JTABLE=(RIRICP2D+RIRICP4D+RIRICP7D) BY KONTROL
/STATISTICS=VALIDN('N2 de casos') MEAN('Media') SEMEAN('Error estéandar!?)
STDDEV('Desv. estandar') MEDIAN('Mediana')
/TABLE=(RIRIRG2D+RIRIRG4D+RIRIRG7D) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Mediat) SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana')
/TABLE=(RCPIRG2D+RCPIRG4D+RCPIRG7D) BY KONTROL
/STATISTICS=VALIDN('N® de casos') MEAN('Media') SEMEAN('Error estandar')
STDDEV('Desv. estandar') MEDIAN('Mediana').
SET LISTING=OFF.
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* Programa XPD2RO21.CNT para anadlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE 'Estudio de la primera semana de vida‘.
SUBTITLE 'Todos los recién nacidos'.
SET PRINTER=ON WIDTH=132 LISTING='XPD2RO21.RS1'.
MANOVA GL2A GL4A GL7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA IRIZA IRI4A IRI7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/JCONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(CESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANGVA CP2A CP4A CP7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
JCONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA IRG2A IRG4A IRG7A BY KONTROL(1,4) TIPOALIM(1,3)
JUSFACTORS=DIA(3)
/CONTRAST(DIAY=DIFFERENCE
/RENAME=PROM D1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
J/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(CESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING='XPD2R021.RS2'.
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MANOVA GL2A GL4A GL7A BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24VT7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA IRIZ2A IRI4A IRI7A BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
JCONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFOCMEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA CP2A CP4A CP7A BY KONTROL(1,4) SGEXRNCL(1,2)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA IRG2A IRG4A IRG7A BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE '
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST (SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
SET LISTING=OFF.
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* Programa XPD2R022.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.

TITLE 'Estudio de la primera semana de vida’.

SUBTITLE 'Todos los recién nacidos®.

SET PRINTER=ON WIDTH=132.

SET LISTING='XPDZ2R022.RS1'.

MANOVA ESTGLZ2 ESTGL4 ESTGL7 BY KONTROL(1,4) TIPOALIM(1,3)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)

HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.

MANOVA RIRIG2A RIRIG4A RIRIG7A BY KONTROL(1,4) TIPOALIM(1,3)
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM D1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)

HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.

MANOVA RCPG2A RCPG4A RCPG7A BY KONTROL(1,4) TIPOALIM(1,3)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
JCONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
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/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RIRGG2A RIRGG4A RIRGG7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/JCONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING='XPD2R0O22.RS2'.
MANOVA RIRICP2A RIRICP4A RIRICP7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RIRIRG2A RIRIRG4A RIRIRG7A BY KONTROL(1,4) TIPOALIM(1,3)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
JCONTRAST(TIPOALIM)=SIMPLE(1)
JWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RCPIRG2A RCPIRG4A RCPIRG7A BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING=OFF.

HARRUBBRRBHBB AR BURBRRHRRRRRBRBR A BB H B R R G HH R URRU BB R BB G BB R AR BRBR BB R BHHY

* programa XPD2R0O23.CNT para analisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE 'Estudio de la primera semana de vida‘'.
SUBTITLE 'Todos los recién nacidos'.
SET PRINTER=ON WIDTH=132 LISTING='XPD2R023.RS1'.
MANOVA GL2A GL4A GL7A BY KONTROL(1,4) TIPOALIM(1,3) SGEXRNCL(1,2)
JHWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
JCONTRAST(TIPOALIM)=SIMPLE(1)
JCONTRAST(SGEXRNCL)=SIMPLE(2)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN.
MANOVA IRI2A IRI4A IRI7A BY KONTROL(1,4) TIPOALIM(1,3) SGEXRNCL(1,2)
/HSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
JCONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(2)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN.
MANOVA CP2A CP4A CP7A BY KONTROL(1,4) TIPOALIM(1,3) SGEXRNCL(1,2)
/HWSFACTORS=DIA(3)
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/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DIF24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(T)

/CONTRAST(TIPOALIM)=SIMPLE(1)

/CONTRAST(SGEXRNCL)=SIMPLE(2)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN.

MANOVA IRG2A IRG4A IRG7A BY KONTROL(1,4) TIPOALIM(1,3) SGEXRNCL(1,2)

/WSFACTORS=DIA(3)

/CONTRAST(DIA)=DIFFERENCE

/RENAME=PROM DI1F24 DIF24V7

/CONTRAST(KONTROL)=SIMPLE(1)

/CONTRAST(TIPOALIM)=SIMPLE(1)

/CONTRAST(SGEXRNCL)=SIMPLE(2)

/WSDESIGN=DIA

/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN.
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* Programa XPD2R024.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.
TITLE ‘'Estudio de la primera semana de vida'.
SUBTITLE *Todos los recién nacidos'.
SET WIDTH=132 LISTING='XPD2R0O24.RS1".
MANOVA GLMAX2 GLMAX4 GLMAX7 BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA GL2D GL4D GL7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA IR12D IRI4D IRI7D BY KONTROL(1,4) TIPOALIM(1,3)
JWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
JCONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA CP2D CP4D CP7D BY KONTROL(1,4) VIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
JCONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA IRG2D IRG4D IRG7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
JCONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
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/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING='XPD2R024.RS2'.
MANOVA GLMAX2 GLMAX4 GLMAX7 BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA GL2D GL4D GL7D BY KONTROL{?1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST{SGEXRNCL)=SIMPLE(1)
JWSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA IRI2D IR14D IRI7D BY KONTROL(1,4) SGEXRNCL(1,2)
JHSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST (SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA CP2D CP4D CP7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
JUSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTINM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA IRG2D IRG4D IRG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
SET LISTING=0OFF.
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* Programa XPD2R025.CNT para andlisis por MANOVA de los resultados hormonales
correspondientes a la primera semana de vida.

TITLE 'Estudio de la primera semana de vida'.

SUBTITLE 'Todos los recién nacidos!.

SET WIDTH=132.

SET LISTING=!XPD2RO25.RS1'.

MANOVA RIRIG2D RIRIG4D RIRIG7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
JCONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/HSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)

HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)

/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.

MANOVA RCPG2D RCPG4D RCPG7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
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/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RIRGG2D RIRGG4D RIRGG7D BY KONTROL(1,4) TIPOALIM(1,3)
/UWSFACTORS=DIA(3)
/JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING='XPD2R025.RS2°'.
MANOVA RIRICP2D RIRICP4D RIRICP7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/JCONTRAST(DIA)=DIFFERENCE
/RENAME=PROM D1F24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RIRIRGZ2D RIRIRG4D RIRIRG7D BY KONTROL(1,4) TIPOALIM(1,3)
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY KONTROL(1,4) TIPOALIM(1,3)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(TIPOALIM)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL TIPOALIM KONTROL BY TIPOALIM.
SET LISTING='XPD2R025.RS3'.
MANOVA RIRIG2D RIRIGAD RIRIG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/HWSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DI1F24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
JCONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA RCPG2D RCPG4D RCPG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA RIRGG2D RIRGG4D RIRGG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
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SET LISTING='XPD2RC25.RS4"*.
MANOVA RIRICP2D RIRICP4D RIRICP7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA RIRIRG2D RIRIRG4D RIRIRG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM DIF24 DIF24V7
/CONTRAST(KONTROL )=SIMPLE(1)
/CONTRAST(SGEXRNCL)=SIMPLE(1)
JWSDESIGN=DIA
JPRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
MANOVA RCPIRG2D RCPIRG4D RCPIRG7D BY KONTROL(1,4) SGEXRNCL(1,2)
/WSFACTORS=DIA(3)
/CONTRAST(DIA)=DIFFERENCE
/RENAME=PROM D1F24 DIF24V7
/CONTRAST(KONTROL)=SIMPLE(1)
JCONTRAST(SGEXRNCL)=SIMPLE(1)
/WSDESIGN=DIA
/PRINT=CELLINFO(MEANS) TRANSFORM SIGNIF(UNIV MULTIV AVERF SINGLEDEF)
HOMOGENEITY(BARTLETT BOXM) PARAM(ESTIM)
/DESIGN=KONTROL SGEXRNCL KONTROL BY SGEXRNCL.
SET LISTING=OFF.
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PROGRAMAS DE DISEROC PROPIO EN LENGUAJE BASIC AVANZADO

PROGRAMA PARA ESTUDIAR EL TRANSPORTE TRANSPLACENTARIO DE LA GLUCOSA

10 REM STITLE:'PROGRAMA MULTI COMPILAT!
20 REM $SUBTITLE:'REGRESSIO NO LINEAL : TRANSPORT TRANSPLACENTARI DE GLUCOSA!

30 CLS
40 LOCATE 4,30:PRINT "MULTI LINES FITTINGS"
50 PRINT TAB(30) " WiPRINT:PRINT

60 PRINT TAB(10)"™ ADAPATACION COMPILADA A LA CINETICA MICHAELIANA":PRINT:PRINT

70
80

PRINT" CP Y T SON LAS VARIABLES DEPENDIENTE E INDEPENDIENTE RESPECTIVAMENTEY
PRINT : PRINT

90 DIM P(6)

100
110
120
130
140
150
160
170
180
190
200
210
220
230
240
250
260

270
280
290
300

310
320
330
340

350

360
370
380
390
400
410
420
430
440
450
460
470
480
490
500
510
520
530
540
550
560
570
580
590
600
610
620
630
640
650
660

PRINT TAB(10) " Escoge uno de los siguientes modelos : ":PRINT:PRINT
PRINT TAB(15) " 1.- Un solo estado del transportador.“:PRINT

PRINT TAB(15) " 2.- Dos estados del transportador.":PRINT

PRINT TAB(25) " Opcidén : Y;:INPUT OPN:PRINT

IF OPN=1 THEN DEF FNCP1=P(1)*T/(P(2)+T)

IF OPN=2 THEN DEF FNCP2=(P(1)*T/(P(2)+T))+(P(3)*T/(P(4)+T))

IF OPN<>1 AND OPN<>2 THEN BEEP:GOTO 100

PRINT:PRINT "P(1),P(2), .... SON LOS PARAMETROS A AJUSTAR ¥

PRINT:PRINT “ATENCION : IR A LA 840 SI DIVERGE ": FP=0

DIM ME$(3):ME$(0)="GAUSS-NEWTON":MES(1)=UDAMPING GAUSS-NEWTON®
ME$(2)="MARQUARDT®:MES(3)="SIMPLEX"

PRINT:FOR I=0 TO 3:PRINT W(M-I;")";MES(I);" METODO":NEXT 1

PRINT:INPUT “N2 DEL ALGORITMO SELECCIONADO : “; AL

PRINT

INPUT “NOMBRE DEL TEMA : "“:N$:PRINT

LN=1:DIM NL(1)

INPUT "FACTOR DE PONDERACION (0,1,2) : ";IW :PRINT:INPUT “N2 DE PARAMETROS :
"aM:PRINT

FOR I=1 TO LN :PRINT YNt DE PUNTOS : ";: INPUT NLCI):NEXT I

N=0:FOR I=1 TO LN:N=N+NLCI):NEXT I:DIM TX(15),CY(15),A(6,7),X(6,6),PU(6)
NL¢0)=0:BS=0:FOR J=1 TO LN:BS=BS+NL(J-1):PRINT

FOR I=1 TO NLCJ):PRINTHTW;d;u(nsI;"), CPU;J;u(";1;")"; : INPUT TX(BS+I1),CY(BS
+1)

NEXT I:NEXT J:IF AL=3 THEN 700

PC=.0001 :CF=100:1F FP=0 THEN DIM CS(15,6):FP=1

PRINT:INPUTYINGRESA EL JACOBIANO (0.1 - 0.0001) : “;DT:PRINT:FOR I=1 TO M
PRINT "VALOR INICIAL P(";1;%) = #“;:INPUT ACI,0):P(1)=A(I,0):NEXT 1:GOSUB
920:81=S$S

PRINT “YALOR INICIAL SS =%;SS:FOR K=1 TO 100: GOSUB 1120:GOSUB 1160:G0SUB
980:44=0

Jd=JJ+1:1F JJI>25 THEN 470

FOR I=1 TO M:P(I)=A(I,0)+A(I,M+1):NEXT :GOSUB 920

DS=ABS(S1-SS):IF AL <> 2 OR S$S=0 THEN 420

PW=0:FOR I=1 TO M :PW=PW+X(I,0)*A(]1,M+1)+CF*ACI ,M+1)*A(] M+1):NEXT

IF DS/PW >.75 THEN CF=CF/2

IF DS/PH <.25 THEN CF=5%CF

IF DS<=PC*S1 THEN 480

IF AL=1 AND SS>S1 THEN FOR I=1 TO M:A(I M+1)=.5%A(I M+1):NEXT:GOTO 360
FOR I=1 TO M:A(I,0)=P(1):NEXT:S1=SS:PRINT:PRINT “BUCLE =%;K

IF AL=1 THEN PRINT "DAMP=";JJ

FOR 1=1 TO M :PRINT up(u;[;") =%:P(1):NEXT :PRINT "SS= "-SS:NEXT

PRINT

LPRINT :LPRINT wku.Ng.u% pOR ¥-ME$(AL);"™ METODO":LPRINTUYPESO= 1/CP~(M;IW;")"
IF AL<>3 AND N>M THEN GOSUB 1200

IF SS=0 THEN LPRINT ®AIC= MENOS INFINITO ¥:GOTO 520

LPRINT MAIC =";N*LOG(SS)+2*M

IF AL =3 THEN LPRINT “ALFA =";AA;" BETA=":BB;" GAMMA=";CC:LPRINT

IF AL<>3 THEN LPRINT “DT=";DT

IF AL=2 THEN LPRINT “FACTOR =";CF

FOR I=1 TO M :LPRINT "VALOR FINAL P";];"=v.p(]);

IF AL <>3 AND X(I,0)>0 AND N>M THEN LPRINT @ S.D.=";SAR(X(I,0)*SS/(N-M))
LPRINT :NEXT:LPRINT “VALOR FINAL SS =";SS:BS=0:FOR J=1 TO LN:BS=8S+NL(J-1)
LPRINT:FOR I=1 TO NL(J): T=TX(BS+1):GOSUB 640

LPR‘NT "T";J;"=";T;" CP":J;"":";CP:" (";CY(BS-}I):")II:*‘EXT I'J
PRINT:PRINT “NO DEL ALGORITMO SELECCIONADO ¥

INPUT "(0,1,2,3 0 -1)";AL: IF AL<0 THEN END

IF AL=3 THEN 700

GOTO 320

IF OPN=1 THEN CP=FNCP1

IF OPN=2 THEN CP=FNCP2

RETURN
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670 FOR 4S=1 TO M:PT=P(JS):P(JS)=PT+PT*DT:GOSUB 640

680 DD=CP:P(JS)=PT-PT*DT:GOSUB 640

690 CS(BS+I,JS)=(DD-CP)Y/(2*PT*DT):P(JS)=PT:NEXT:RETURN

700 AA=1:BB=.5:0C=2:$6=1E+10:PC=.00001

710 PRINT:FOR I=1 TO M: PRINT “VALOR INICIAL P(u;1;")";:INPUT ACI,1):NEXT
720 FOR J=2 TO M+1:FOR I=1 TO M:A(I,J)=2*RNDC1)*ACI,1)+.01*CRND(1)-.5):NEXT 1,4
730 FOR K=1 TO M+1:FOR 1=1 TO M:P(I)=A(l,K):NEXT:GOSUB 920:A(0,K)=SS:NEXT
740 PRINT:FOR I=1 TO M+1:PRINTWSS";[;"=1;A(0,1):NEXT:GOTO 950

750 SR=0:SL=1E+10:FOR J=1 TO M+1 : IF SR<A(0,J) THEN JH=J:SR=A(0,J)

760 1F SL>AC0,J) THEN JL=J:SL=A(0,J)

770 NEXT:SR=0:FOR J=1 TO M+1:1F J<>JH AND SR<A(O,J) THEN J$S=J:SR=A(0,J)

780 NEXT:FOR I=1 TO M:X(0,1)=0:FOR J=1 TO M+1:1F J<>JH THEN X(0,I)=X(0,1)+A(1,J)
790 NEXT:X(0,I1)=X(0,1)/M:NEXTzFOR I=1 TO M:ACI,0)=C1+AA)*X(0,1)-AA*ACI,JH)
800 P(1)=A(I,0):NEXT:GOSUB 920:SR=SS:1F SR<=A(0,JS) THEN 870

810 1F SR<ACO,JH) THEN FOR I=1 TO M:A(I,JH)=A(I,0):NEXT:A(O,JH)=SR

820 FOR I1=1 TO M:ACI,0)=BB*A(I,JH)+(1-BB)*X(0,1)

830 P(1)=A(I,0):NEXT:GOSUB 920:SR=SS

840 IF SR<A(O0,JH) THEN FOR I=1 TO M:A(I,JH)=A(l,0):NEXT:A(O,JH)=SR:GOTO 740
850 FOR K=1 TO M+1:FOR I=1 TO M:A(I,K)=CACI,K)+ACI,JL))/2:PCI)=AC],K):NEXT
860 GOSUB 920:A(0,K)=SS:NEXT:GOTO 740

870 IF SR<A(0,JL) THEN 890

880 FOR I=1 TO M:A(I,JH)=A(I,0):NEXT:A(O, H)=SR:GOTO 740

890 FOR 1=1 TO M:X(1,1)=CC*A(1,0)+(1-CCY*XC0,1):P(1)I=X(1,1):NEXT:GOSUB 920:5L=5S
900 IF SL<SR THEN FOR I=1 TO M:A(I,JH)=X(1,1):NEXT:A(0,JH)=SL:GOTO 740

910 GOTO 880

920 $8=0:BS=0:FOR J=1 TO LN:BS=BS+NL(J-1):FOR I=1 TO NL(J):T=TX(BS+I)

930 GOSUB 640:$S=SS+(CY(BS+1)-CP)"2/CY(BS+I)"IW

940 NEXT 1,J:RETURN

950 SR=0:FOR I=1 TO M+1:SR=SR+A(OC,I):NEXT

960 IF ABS(SR-SG)>PC*SG THEN $G=SR: GOTO 750

970 FOR I=1 TO M:PCI1)=A(l,JL):NEXT:SS=AC0, L) :GOTO 480

980 IF NP=1 THEN A(1,2)=A(1,2)/A(1,1): RETURN

990 RM=ABSCAC1,1)):FOR 1S=1 TO NP:FOR J$S=1 TO NP

1000 1F RM<ABS(A(JS,1S)) THEN RM=ABS(A(JS,IS))

1010 NEXT JS,IS:FOR KS=1 TO NP-1:W=0:FOR IS=KS TO NP

1020 IF ABSCACIS,KS))<W THEN 1040

1030 W=ABS(A(IS,KS)):JS=IS

1040 NEXT : IF JS=KS THEN 1060

1050 FOR 1S=KS TO NP+1:W=A(KS,IS):A(KS,1S)=A(JS, IS):ACIS, IS)=W:NEXT

1060 P=1/A(KS,KS):FOR JS=KS+1 TO NP+1:A(KS,JS)=A(KS,JS)*P:W=-A(KS,JS)

1070 IF W=0 THEN 1090

1080 FOR IS=KS+1 TO NP:A(lS,JS)=ACIS,JS)+ACIS,KS)*W:NEXT

1090 NEXT:NEXT:A(NP,NP+1)=A(NP,NP+1)/A(NP,NP):FOR [S§=2 TO NP

1100 LS=NP-I1S+1:W=-A(LS,NP+1):FOR JS=LS+1 TO NP

1110 W=W+A(LS, JS)I*ACJSS,NP+1) :NEXT:A(LS,NP+1)=-W:NEXT:RETURN

1120 NL(0)=0:BS=0:FOR J=1 TO LN:BS=BS+NL(J-1):FOR I=1 TO NL(J):T=TX(BS+1)
1130 GOSUB 640: CS(BS+I,0)=CY(BS+I1)-CP:GOSUB 670

1140 NEXT I,J:FOR I=1 TO M:FOR J=1 TO M:A(I,J)=0:FOR L=1 TO N

1150 ACI,J)=A(1,J)+CSCL, I)*CSCL,J)/CYCL) " TW:NEXT:A(J, I)=ACI,J):NEXT J,I:RETURN
1160 FOR I=1 TO M:A(I,M+1)=0:FOR J=1 TO N

1170 AC1,M+#1)=ACI,M#1)+CSCJd, 1)*CSCJ,0)/CY(d) " IWNEXT J,1:NP=M

1180 IF AL=2 THEN FOR I=1 TO M:A(I,I1)=A(CI,1)+CF:X(I,0)=A(I,M+1):NEXT

1190 RETURN

1200 GOSUB 1120:FOR I=1 TO M:FOR J=1 TO M:X(I,d)=A(l,J):NEXT J,1

1210 FOR K=1 TO M:FOR I=1 TO M:FOR J=1 TO M: ACI,J)=X(I,J):NEXT J,1:FOR I=1 TO M
1220 A(I,M+1)=0: NEXT : A(K,M+1)=1 : GOSUB 980 :X(K,0)=ACK,M+1):NEXT:RETURN

HRB R R R R R R R R R R R R R AR R R R HRR AR BB R BB AR B RE AR R EURURBHBUHRRRRGHRRH

PROGRAMA PARA CALCULOS DIVERSOS

10 COLOR 14,10,0:SCREEN 0,1,0,0:CLS:KEY OFF:LOCATE 6,27:LPRINT CHR$(27);"R2"
20 LPRINT CHR$(27);“6":PRINT “BON DIA I BONA HORA IIi":PRINT

30 FOR 1=1 TO 2

40 PLAY "MB MS T140 05 AGE12E4A4F+6F+12F+2G+6A12B4G+4A6 06 C+6 05 A2 PB"
50 NEXT

60 PRINT TAB(26) "SOC XPCAL.BAS PER AJUDARTE":PRINT

70 FOR I=1 T0 2

80 PLAY "MB MS G+6A12B4B4 06 C+6 05 A6 B4B4 PB":INEXT I

90 PRINT TAB(25) “EN ELS CALCULS DE LA TESSI":PRINT:PRINT:PRINT:PRINT
100 PLAY "MB MS A6G+12F+6 06 D6C+6B6C+4B4 05 A4 PB™

110 PLAY "MB MS A6G+12F+6 06 D6C+6B6C+4BL 05 AlM
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120 PRINT ® Comproba l'estat de la impressora.":PRINT:PRINT
130 DIM R$(10,10),0P(10,5)
140 INPUT ® Introduieix el c6dig del nen a calcular.";pP$

150 OC$(1)="Somatometrfa materna i del nad6."

160 0C$(2)="Insulinitzacié exégena materna."

170 0C3(3)="Glucosa exébégena en perfussid."

180 oC$(4)="Transformacions interglucémiques."

190 oC$(5)="Descens glucémic : 1! hora de vida."

200 0C$(6)="Sohrecarrega de glucosa : dfes 2,4 1 7.%

210 0C$(7)="Ratios molars i unitats internacionals."

220 ocs$(8)="cCalcul d'un nou malatt.n

230 0C$(9)="Finalitzacié del programa."

240 F$=" - -> Wi F2S=“HESHHBHHERUBBRRBNHBRBRHHBREH RN

250 CLS:PRINT:PRINT" Correcte. Ara trfa L'opcié de calcul que desitjis entre les
seglients : ":PRINT

260 FOR I=1 TO 9:PRINT TAB(15);I;%.- ":0C$(I):PRINT:NEXT

270 PRINT:INPUT ¥ Opcio : ";0C

280 IF OC=1 THEN 410

290 IF 0C=2 THEN 1350

300 IF OC=3 THEN 1980

310 IF OC=4 THEN 2450

320 IF OC=5 THEN 3490

330 IF OC=6 THEN 4140

340 IF OC=7 THEN 4590

350 IF 0C=8 THEN 5930

360 1F OC=9 THEN 5990

370 BEEP:CLS:PRINT:PRINT

380 PRINT " Tthas equivocat. Aquesta opcié no existeix,.":PRINT

390 PRINT " Torna a triar l'opcidé correctament i no badis !11.":PRINT

400 GOTO 260

410 REM Dades somatométriques de la mare i del nadé

420 CLS:LOCATE 5,26

430 PRINT "DADES SOMATOMETRIQUES"

440 PRINT TAB(26) ® ":PRINT:PRINT

450 PRINT TAB(20) "Trfa una de les seglients opcions : ":PRINT:PRINT

460 PRINT TAB(25) "1.- Somatometrfa materna.":PRINT

470 PRINT TAB(25) "2.- Somatometrfa del nad6.*:PRINT

480 PRINT TAB(25) "3.- Tornada al menU inicial . ":PRINT:PRINT

490 INPUT ® Opcié : ";0C

500 IF OC=1 THEN 550

510 IF 0C=2 THEN 1000

520 IF 0C=3 THEN 250

530 BEEP:CLS:PRINT:PRINT " T'has equivocat.":PRINT:GOTO 430

540 PRINT:PRINT:PRINT:PRINT:GOTO 430

550 CLS:PRINT:PRINT:INPUT " --> Talla materna (cm) : ";TM:PRINT
560 INPUT ® --> Pes habitual (kg) : ";PESH:PRINT
570 INPUT " --> Pes teéric (kg) : ";PEST:PRINT

580 IF TM=0 OR PESH=0 THEN 650

590 SOMGES1=TM",42246*.0235*PESH".51456

600 SOMGES2=PESH/SOMGES1

610 SOMGES4=(PESH-PEST)*100/PEST

620 PRINT " » S.C. materna = “;SOMGES1;"m2":PRINT

630 PRINT * » 1[1.M.C. matern = “;SOMGES2:PRINT

640 PRINT ¥ » Ratio pes tedric = ¥;SOMGES4;" % ":PRINT

650 INPUT ® --> Nf de pesades registrades al trimestre 1 : ";N1:PRINT
660 IF N1=0 THEN 690

670 Gosus 780

680 PRINT “ » Pes mig trimestre 1 = “;T;% kg “:PESI=T:PRINT

690 INPUT " --> N2 de pesades registrades al trimestre 2 : ";N1:PRINT
700 IF N1=0 THEN 730

710 cosus 780

720 PRINT " » Pes mig trimestre 2 = ";T;% kg ":PES2=T:PRINT

730 INPUT ® --> N2 de pesades registrades al trimestre 3 : Y“;N1:PRINT
740 IF N1=0 THEN 800

750 Gosus 780

760 PRINT " » Pes mig trimestre 3 = Y;T;% kg “:PES3=T:PRINT

770 GOTO 800

780 T=0:FOR I=1 TO N1:PRINT " - Pes en kg (";1;¥") = ";:INPUT ;T(I)
790 T=T+T(I):PRINT:NEXT 1:T=T/N1:PRINT:RETURN

800 INPUT " --> Ingressa el pes matern maxim (kg) : ";PESMAX:PRINT
810 PRINT " » Increment de pes = "“;PESMAX-PESH;" kg":PRINT

820 INPUT " Vols imprimir les dades [s/n] : “;A$:PRINT

830 IF A$="N" OR A$="n" THEN 420

840 IF A$="S" OR A$="g" THEN 860

850 BEEP:PRINT “T'has equivocat,.":PRINT:GOTO 820

860 LPRINT TAB(23) “PACIENT : U:PS$:LPRINT:LPRINT

870 LPRINT TAB(10) “* - Dades somatométriques maternes : ":LPRINT



880
890
900
910
920
930
940
950
960
970
980
990

1000
1010
1020
1030
1040
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LPRINT - Pes habitual = ";PESH;" kg ":LPRINT
LPRINT ¥ - S.C. = W.SOMGES1;» m? w:LPRINT
LPRINT © - 1.M.C. = ":;SOMGES2:LPRINT
LPRINT ® - Pes tedric = ";PEST;" kg M:LPRINT
LPRINT ® - Ratio sobre pes tedric = ";SOMGES4;" % ":LPRINT
LPRINT ® - Pes Mig Trimestre 1 = “;PES1;% kg ":LPRINT
LPRINT ® - Pes Mig Trimestre 2 = ";PES2;" kg ":LPRINT
LPRINT * - Pes Mig Trimestre 3 = %“;PES3;" kg “:LPRINT
LPRINT ® - Pes maxim = M.PESMAX;" kg “:LPRINT
LPRINT ® - Increment de pes = "“:;PESMAX-PESH;" kg ":LPRINT
LPRINT:LPRINT:LPRINT TAB(25) F2%
GOTO 420
CLS:PRINT:PRINT:INPUT ¥ --> Pes del nadd (kg) : ";PESRN1:PRINT
INPUT * --> Talla del nadbé (cm) : ";TARN:PRINT
IF PESRN1=0 THEN 420
INPUT #  --> Pes p50 per L'EG (kg) : ";PSORN:PRINT
INPUT * --> Pes placentari (kg) : ";PESPLA:PRINT

1050 INPUT ® --> Pes minim 13 setmana (kg) : ";PESMIN:PRINT
1060 IF TARN=0 THEN 1110

1070 SCRN=TARN".42246%*.0235*PESRN1".51456

1080 IMCRN=PESRN1/SCRN

1090 PRINT * » S.C. del nadé = WsSCRN;" m2 “:PRINT

1100 PRINT * » l.M.C. del nadé = ";IMCRN:PRINT

1110 DESRAT=(PESRN1-P50RN)*100/P50RN

1120 PRINT " » Desviaci6 del pes mitg = ";DESRAT;"™ % W:PRINT
1130 IF PESPLA=0 THEN 1160

1140 PLAFET=PESPLA/PESRN1

1150 PRINT * » Relacié placenta/fetus = ";PLAFET:PRINT

1160 IF PESMIN=0 THEN 1190

1170 PPP2=(PESRN1-PESMIN)*100/PESRN1

1180 PRINT " » Pérdua percentual de pes = Y;PPP2;" % ":PRINT
1190 INPUT * Vols imprimir les dades [s/n] : ";AS$:PRINT

1200 IF A$="N" OR A$="n" THEN 420

1210 IF A$=%S" OR A$=¥s" THEN 1230

1220 BEEP:PRINT " T'has equivocat.":PRINT:GOTO 1190

1230 LPRINT:LPRINT:LPRINT:LPRINT

1240 LPRINT TAB(23) "PACIENT : ";PS$:LPRINT:LPRINT

1250 LPRINT TAB(10) "* - Dades somatométriques del nadé : ":LPRINT
1260 LPRINT © - Pes del nadbé = “;PESRN1;" kg ":LPRINT

1270 LPRINT ®
1280 LPRINT ®
1290 LPRINT ¥
1300 LPRINT ¥

$.C. del nad6 = ";SCRN;" m2 w:LPRINT
1.M.C. del nadé = ";IMCRN:LPRINT

Pes tedric P50 = ¥;PS50RN;"™ kg ":LPRINT
Desviacié de p50 = W;DESRAT;" % ":LPRINT

1310 LPRINT ® - Relacié placenta/fetus = ";PLAFET:LPRINT
1320 LPRINT ¢ - Pérdua percentual = ";PPP2;" % “:LPRINT
1330 LPRINT:LPRINT:LPRINT TAB(25) F2%

1340 GOTO 420

1350 REM Insulinitzacié exégena materna

1360 CLS
1370 LOCATE 5,25:PRINT "INSULINITZACIO EXOGENA"
1380 PRINT TAB(25) * WPRINT:PRINT

1390 PRINT TAB(15) "1.- Insulinitzacié exégena trimestre 1":PRINT
1400 PRINT TAB(15) "2.- Insulinitzacié exégena trimestre 2":PRINT
1410 PRINT TAB(15) »3.- Insulinitzacié exégena trimestre 3#:PRINT
1420 PRINT TAB(15) "4.- Tornada al ment inicial.":PRINT:PRINT
1430 INPUT Opcié : ";0C

1440 IF OC=1 THEN 1490

1450 IF 0C=2 THEN 1590

1460 IF OC=3 THEN 1690

1470 IF OC=4 THEN 250

1480 BEEP:CLS:PRINT:PRINT" Tthas equivocat.":PRINT :GOTO 1370

1490 PRINT:INPUT" Has introduit el pes mig del trimestre 1 {s/n] : ";A$:PRINT

1500 IF A$="S" OR A$=Ug" THEN 1540
1510 IF A$="N" OR A$="n" THEN 1530
1520 BEEP:PRINT * T‘*has equivocat.":PRINT:GOTO 1490

g4

1530 INPUT " --> Pes mig trimestre 1 (kg) : ";PES1:PRINT

1540 INPUT " --> Quantes dosis d'insulina tens registrades : ";N1:PRINT

1550 GOsus 1790

1560 INSEX1=T/PES1

1570 PRINT " » Dosi d'insulina exdgena trimestre 1 = ";INSEX1;% ui/kg/d":PRINT
1580 GOTO 1820

1590 PRINT:INPUT" Has introduit el pes mig del trimestre 2 [s/n) : ";AS:PRINT
1600 IF A$="S" OR A$="s" THEN 1640

1610 IF A$="N" OR AS$="n" THEN 1630

1620 BEEP:PRINT " T'has equivocat.":PRINT:GOTO 1590

1630
1640

INPUT ® --> Pes mig trimestre 2 (kg) : ";PES2:PRINT

INPUT *  --> Quantes dosis d'insulina tens registrades : ";N1:PRINT



1650
1660
1670
1680
1690
1700
1710
1720
1730
1740
1750
1760
1770
1780
1790
1800
1810
1820
1830
1840
1850
1860
1870
1880
1890
1900
1910
1920
1930
1940
1950
1960
1970
1980
1990
2000
2010
2020
2030
2040
2050
2060
2070
2080
2090
2100
2110
2120
2130
2140
2150
2160
2170
2180
2190
2200
2210
2220
2230
2240
2250
2260
2270
2280
2290
2300
2310
2320
2330
2340
2350
2360
2370
2380
2390
2400

GOSUB 1790
INSEX2=T/PES2
PRINT ® » D
GOTO 1820
PRINT:INPUT"
IF A$=%8% OR
IF A$=MN" OR
BEEP:PRINT ®
INPUT ® -->
INPUT B ~->
GOSUB 1790
INSEX3=T/PES3
PRINT ™ » D
GOTO 1820

T=0:FOR I=1 T
T=T+T(I1):PRIN
T=T/N1:PRINT:
PRINT:INPUT ®
IF A$="8" OR
IF A$=“N" OR
BEEP:PRINT:PR
PRINT:INPUT "
IF A$="s" OR
IF A$="N" OR
BEEP:PRINT ®
LPRINT:LPRINT
LPRINT TAB(23
LPRINT TAB(10
LPRINT ®

LPRINT ®»

LPRINT ©

LPRINT:LPRINT
GOTO 250

REM Calcul de la glucosa administrada

CLS

LOCATE 5,23:P
PRINT TAB(23)
PRINT TAB(25)
PRINT TAB(25)
PRINT TAB(25)
INPUT ®

IF OC=1 THEN
IF 0C=2 THEN
IF 0C=3 THEN
BEEP:PRINT "
INPUT » -->
INPUT W -->
INPUT ® -->
INPUT ¥ -->
GEXM=(VA*SG*1
PRINT " » G
INPUT " Vols
IF A$="S" OR
IF A$=H"N" OR
BEEP:PRINT ®
XX=1 ¢ flag
LPRINT:LPRINT
LPRINT TAB(23
LPRINT TAB(10
IF XX=0 THEN
LPRINT ®

GOTO 1990
INPUT #  Has
IF A$="S" OR
IF A$=uN" OR
BEEP:PRINT
INPUT ® -->
INPUT # ->
INPUT 0 -->
GEXRN=(SG*10*
PRINT ¥ » G
INPUT *  Vols
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osi dtinsulina exdgena trimestre 2 = W;INSEX2;" uiskg/du:PRINT
Has introduit el pes mig del trimestre 3 [s/n] : "“;A$:PRINT
A$=4sh THEN 1740
AS=Un" THEN 1730
T'has equivocat.":PRINT:GOTO 1690
Pes mig trimestre 3 (kg) : “;PES3:PRINT
Quantes dosis dtinsulina tens registrades :

":N1:PRINT

osi d'insulina exégena trimestre 3 = ";INSEX3;" ui/kg/d":PRINT
O N1:PRINT » - Dosi (";I;") ui/d : “;:INPUT;T(])
T:NEXT 1
RETURN
vols calcular.ne més [s/n] : ";A$
A$="g" THEN 1360
A$="n" THEN 1860
INT * T'has equivocat.":GOTO 1820

Vols ".AS:PRINT

Ag=tign

imprimir els resultats [s/n] :
THEN 1900
A$="n" THEN 250

T'has equivocat.":PRINT:GOTO 1860
sLPRINT:LPRINT

) "PACIENT WoPS:LPRINT:LPRINT

) " - Insulinitzacié exégena materna
- Dosi mitja trimestre 1 "L INSEX1; ¢
- Dosi mitja trimestre 2 "rINSEX2;"
- Dosi mitja trimestre 3 WaINSEX3; "
:LPRINT TAB(25) F2%

: "ILPRINT

ui/kg/d":LPRINT
ui/kg/d":LPRINT
ui/kg/d":LPRINT

[ 1]

en perfussié

RINT "GLUCOSA ADMINISTRADA EN PERFUSIO"

" WePRINT:PRINT
"1,- Perfusié a la mare.":PRINT

"2.- Perfusié al nad6.":PRINT

3. - Tornada al mend inicial .":PRINT:PRINT

Opcié : “;0C:PRINT
2100
2270
250
T'has equivocat.“:PRINT:GOTO 2000
Pes matern al part (kg) : "“;PESP:PRINT
% del serum glucosat : ";SG:PRINT
Volum administrat (ml) : “;VA:PRINT
Temps d'administracid (min) : ¥;TA:PRINT

0)/PESP/TA

lucosa ex6égena al part WoGEXM;" mg/kg/min":PRINT
imprimir.la [s/n] : ";AS:PRINT

A$="s" THEN 2200

A$="n" THEN 1990

Tthas equivocat.":PRINT:GOTO 2160

tLPRINT
) YPACIENT : ";P$:LPRINT:LPRINT
) "* - Sobrecarrega de glucosa en perfusions : ":LPRINT

2420
- Glucosa exdgena materna

W.GEXM;" mg/kg/min":LPRINT

-
-

introduit el pes del nadé [s/n]
A$=ngh" THEN 2320
As="n"* THEN 2310

Tthas equivocat.":PRINT:GOTO 2270
Pes del nadé (kg) : “;PESRN1:PRINT

H-ASPRINT

% del serum glucosat : ";SG:PRINT
Ritme (ml/h) : ";RIT:PRINT
RIT)/PESRN1/60

lucosa exégena del nadé = “;GEXRN;" mg/kg/min":PRINT
imprimir.la Is/n] : “;A$:PRINT

IF A$="S" OR AS$="s! THEN 2400
IF A$=U"N" OR A$="n" THEN 1990

BEEEP:PRINT ®

IF XX=1 THEN LPRINT ¥

Tthas equivocat.":PRINT:GOTO 2360
- Glucosa exdgena del nadé = "“;GEXRN;"™ mg/kg/min®

LPRINT:LPRINT:LPRINT TAB(25) F2%$:60TO0 1990
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2410 IF XX=0 THEN 2210

2420 LPRINT ™ - Glucosa exdgena del nadé = ";GEXRN;" mg/kg/min"
2430 LPRINT:LPRINT:LPRINT TAB(25) F2%

2440 GOTO 1990

2450 REM Transformacions interglucémiques

2460 CLS
2470 LOCATE 5,23:PRINT “TRANSFORMACIONS INTERGLUCEMIQUES"
2480 PRINT TAB(23)" WiPRINT:PRINT

2490 PRINT TAB(23)"1.- Reflo v.s. Astra (60 <-> 400).":PRINT

2500 PRINT TAB(23)"2.- Reflo v.s. Astra (20 <-> 60).":PRINT

2510 PRINT TAB(23)"3.- Femoral v.s. Capilar.":PRINT

2520 PRINT TAB(23)"4.- Tornada al menu inicial.":PRINT:PRINT

2530 INPUT ® Opcié : ";O0C:PRINT

2540 IF OC=1 THEN 2590

2550 IF 0C=2 THEN 2890

2560 IF OC=3 THEN 3190

2570 IF OC=4 THEN 250

2580 BEEP:PRINT " Tvhas equivocat.":PRINT:GOTO 2530

2590 CLS

2600 LOCATE 5,28:PRINT "Interval : 60 <--> 400":PRINT :PRINT

2610 PRINT TAB(28) "1.- D'Astra a Reflo.":PRINT

2620 PRINT TAB(28) %#2.- De Reflo a Astra.":PRINT

2630 PRINT TAB(28) “3.- Tornada meni anterior.":PRINT :PRINT

2640 INPUT ® Opcié : ";OC:PRINT

2650 IF OC=1 THEN 2690

2660 IF 0C=2 THEN 2790

2670 IF 0C=3 THEN 2460

2680 BEEP:PRINT ¥ TYthas equivocat.":PRINT:GOTO 2600

2690 INPUT " Ingressa el valor de la glucémia Astra : "; GA:PRINT

2700 GR=(GA-10.07588)/.947089

2710 PRINT * » Glucémia Reflo = “;GR:PRINT

2720 INPUT * Vols imprimir els resultats {s/n] : "; AB:PRINT

2730 IF A$="S" OR A$="g" THEN 2760

2740 IF A$="N" OR A$="n" THEN 2590

2750 BEEP:PRINT " Tthas equivocat.":PRINT :GOTO 2720

2760 LPRINT

2770 LPRINT " Pacient : ";P$;" Glu. Astra = ";GA;" = ¥“:nglu. Reflo = “;GR:
LPRINT

2780 GOTO 2590

2790 INPUT Ingressa el valor de la glucémia Reflo : ";GR:PRINT

2800 GA=10.07588+(.947089*GR)

2810 PRINT " Glucémia Astra = “;GA:PRINT

2820 INPUT " Vols imprimir el resultat [s/n]l : ";A$:PRINT

2830 IF A$="S" OR A$="s¥" THEN 2860

2840 IF AS=VUN" OR A$="n" THEN 2590

2850 BEEP:PRINT " T'has equivocat.":PRINT:GOTO 2820

2860 LPRINT

2870 LPRINT " Pacient : ";P$;" Glu, Reflo = ";GR;" = u;nGlu., Astra = ";GA:
LPRINT

2880 GOTO 2590

2890 CLS

2900 LOCATE 5,28:PRINT "Interval 20 <--> 60":PRINT :PRINT

2910 PRINT TAB(28) "1.- D'Astra a Reflo.":PRINT

2920 PRINT TAB(28) “2.- De Reflo a Astra.":PRINT

2930 PRINT TAB(28) "3.- Tornada al menu anterior.":PRINT :PRINT

2940 INPUT ® Opcidé : ";0C:PRINT

2950 IF O0C=1 THEN 2990

2960 IF 0C=2 THEN 3090

2970 IF OC=3 THEN 2460

2980 BEEP:PRINT " T'has equivocat.":PRINT :GOTO 2940

2990 INPUT " Ingressa el valor de la glucémia Astra : ";GA:PRINT

3000 GR=(LOG(GA)-LOG(3.361466))7.051162

3010 PRINT " » Glucémia Reflo = ";GR:PRINT

3020 INPUT " Vols imprimir el resultat [s/nl : “;A$

3030 IF A$="S" OR A$="gh THEN 3040

3040 IF A$=UN" OR A$="n" THEN 2890

3050 BEEP:PRINT " T'has equivocat.”:PRINT :GOTO 3020

3060 LPRINT

3070 LPRINT " Pacient : ";P$;v Glu. Astra = ";GA;" = ";nGly. Reflo = ";GR:
LPRINT

3080 GOTO 2890

3090 INPUT " Ingressa el valor de la glucémia Reflo : W;GR:PRINT

3100 GA=3.361466*(EXP(.051162*GR))

3110 PRINT " » Glucémia Astra = ":GA:PRINT

3120 INPUT " Vols imprimir el resultat [s/n] : ";AS$:PRINT

3130 IF A$="S" OR A$="s" THEN 3170

3140 IF A$="N" OR A$="n" THEN 2890
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3150 BEEP:PRINT " T'has equivocat.":PRINT :G0TO 3120

3160 LPRINT

3170 LPRINT " Pacient : ";P$:;" Glu. Reflo = ";GR;" = ";"Glu. Astra = ";GA:
LPRINT

3180 GOTO 2890

3190 cLS

3200 LOCATE 5,23:PRINT "Transformacié femoral v.s. capilar®:PRINT :PRINT

3210 PRINT TAB(23) “1.- De capilar a femoral.":PRINT

3220 PRINT TAB(23) "2.- De femoral a capilar.":PRINT

3230 PRINT TAB(23) "3.- Tornada al mend anterior.":PRINT :PRINT

3240 INPUT ® Opcié : “;0C:PRINT

3250 IF OC=1 THEN 3290

3260 IF 0C=2 THEN 3390

3270 IF 0C=3 THEN 2460

3280 BEEP:PRINT » T'has equivocat.":PRINT :GOTO 3240

3290 INPUT * 1Ingressa la glucémia capilar : ";GC:PRINT

3300 GF=1.953855+(.957204*GC)

3310 PRINT " » Glucémia femoral = “;GF:PRINT

3320 INPUT ¥ Vols imprimir el resultat [s/n] : ";A$:PRINT

3330 IF A$="S" OR A%="s" THEN 3360

3340 IF A$=“N" OR AS$="n" THEN 3190

3350 BEEP:PRINT * Tthas equivocat.":PRINT :G60TO 3320

3360 LPRINT

3370 LPRINT " Pacient : ";P$;" Glu. capilar = ";GC;" = “;"Glu. femoral= ";GF:
LPRINT

3380 GOTO 3190

3390 INPUT "* Ingressa la glucemia femoral : ":;GF:PRINT

3400 GC=(GF-1.953855)/.957204

3410 PRINT " » Glucémia capilar = ";GC:PRINT

3420 INPUT " Vols imprimir el resultat {s/n]l : ";A$:PRINT

3430 IF AS=uSh" QR AS=Vsh THEN 3460

3440 IF AS="N'" OR A%$="n" THEN 3190

3450 BEEP:PRINT " T'has equivocat.":PRINT :GOTO 3420

3460 LPRINT

3470 LPRINT * Pacient : ";P$;" Glu. femoral = ";GF;" = “;"Glu. capilar = ";GC:
LPRINT

3480 GOTO 3190

3490 REM Estudi del descens glucémic:DIM X(10),Y(10)

3500 CLS:LOCATE 5,16

3510 PRINT TAB(16) “CINETICA DEL DESCENS GLUCEMIC 12 HORA DE VIDA"

3520 PRINT TAB(16) ¢ ":PRINT:
PRINT:PRINT

3530 PRINT TAB(25) "1.- Procés d'ordre 0.":PRINT

3540 PRINT TAB(25) "2.- Procés d'ordre 1.":PRINT

3550 PRINT TAB(25) "3.- Tornada al mend inicial.":PRINT:PRINT

3560 INPUT " Opcid : "“;0C:PRINT

3570 IF OC=1 THEN 3610

3580 IF 0C=2 THEN 3750

3590 IF 0C=3 THEN 250

3600 BEEP:PRINT " T'has equivocat.":PRINT:GOTO 3510

3610 INPUT " --> Nt de punts a regressionar : “;N2:PRINT

3620 PRINT " Ingressa les parelles de dades, de forma que la primera (x) sigui
el temps':PRINT

3630 PRINT " en minuts i la segona (y) sigui la glucémia en mg/dl.":PRINT

3640 FOR I=1 TO N2:PRINT" - Parella (";I;") = “;:INPUT;X(I),YCI):PRINT:NEXT

3650 GosuB 3900

3660 PRINT:PRINT " Els resultats de la regressié son els seglients : ":PRINT

3670 PRINT " » Coeficient de correlacié = ";R3:PRINT

3680 PRINT * » Pendent (b) = ";R1:PRINT

3690 PRINT " » Ordenada a l'origen (a) = "“;R2:PRINT

3700 INPUT " Vols imprimir els resultats [s/n] : *;AS$:PRINT

3710 IF A$S="S" OR AS$="g THEN 4000

3720 IF A$="N" OR A$="n" THEN 3500

3730 BEEP:PRINT " T'has equivocat.":PRINT:GOTO 3700

3740 XXX=1:G0TO 3500 ' fiag

3750 INPUT " ~--> Nf de punts a regressionar : %;N2:PRINT

3760 PRINT " Ingressa les parelles de dades de forma que la primera (x) sigui el
temps":PRINT

3770 PRINT " en minuts i la segona (y) sigui la glucémia en mg/dl.*:PRINT

3780 FOR I=1 TO N2:PRINT™ - Parella (";I;") = ";:INPUT;X(I),Y(I):PRINT:NEXT

3790 FOR I=1 TO N2:Y(I)=LOG(Y(I)):NEXT

3800 Gosus 3900

3810 PRINT:PRINT" Resultats de la regressié lineal : “:PRINT

3820 PRINT " » Coeficient de correlacié = ";R3:PRINT

3830 PRINT * » Pendent (b) = “:R1:PRINT

3840 PRINT " » Ordenada a l'origen (a) = ";R2:PRINT

3850 PRINT * » Semivida de la glucosa = ";ABS(LOG(2)/R1);" min ":PRINT




3860
3870
3880
3890
3900
3910
3920
3930
3940
3950
3960
3970
3980
3990
4000
4010
4020
4030
4040
4050
4060
4070
4080
4090
4100
4110

4120
4130
4140
4150
4160
4170
4180
4190
4200
4210
4220
4230
4240
4250
4260
4270
4280
4290
4300
4310
4320
4330
4340
4350
4360
4370
4380
4390
4400
4410
4420
4430
4440
4450
4460
4470
4480
4490
4500
4510
4520
4530
4540
4550
4560
4570
4580
4590
4600
4610
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INPUT * Vols imprimir els resultats [s/nl : ";A$:PRINT
IF A$="N" OR A$="n" THEN 3500

IF A$="S" QR A$="s" THEN 3990

BEEEP:PRINT " T'has equivocat.":PRINT:GOTO 3860

REM Subrrutina de calcul de regressié lineal
J=0:K=0:L=0:M=0:R=0

FOR I=1 TO N2

J=J+X (D) sK=K+Y (1) zL=L4X (1) " 2:M=M+Y (1) "2:R=R+X(I1)*Y(1)
NEXT 1

R1=(N2*R-J*K)/(N2*L-J"2)

R2=(K/N2-(R1*(J/N2)))
R3=(N2*R-J*K)/SQRC(N2*L-J"2)*(N2*M-K" 2))

RETURN

IF XXX=0 THEN YYY=1 'FLAG

IF XXX=1 THEN 4090

LPRINT:LPRINT:LPRINT:LPRINT

LPRINT TAB(23) “PACIENT : M;P$:LPRINT:LPRINT

LPRINT TAB(10) "* - Estudi cinétic del descens glucémic = ":LPRINT
IF YYY=1 THEN 4090

LPRINT 1.- Procés d'ordre 0 : “:LPRINT

LPRINT " - Coeficient de correlacié = ";R3:LPRINT

LPRINT - Descens glucémic = “;ABS(R1);" mg/dl/min":LPRINT
IF XXX=0 THEN GOTO 3740

LPRINT:LPRINT ® 2.- Procés d'ordre 1 : M":LPRINT

LPRINT # - Coeficient de correlacié = ";R3:LPRINT

LPRINT " - Vida mitja de la glucosa = ";ABS(LOG(2)/R1);" min":
LPRINT

LPRINT:LPRINT:LPRINT TAB(25) F2%

GOTO 3500

REM Calcul de les sobrecarregues de glucosa

CLS:LOCATE 7,18

PRINT "CALCUL DE LES SOBRECARREGUES DE GLUCOSA"™

PRINT TAB(18) » W:PRINT:PRINT
PRINT:PRINT TAB(23) “1.- Calcul de les sobrecarregues.V:PRINT:PRINT
PRINT TAB(23) "2.- Tornada al Mend inicial.":PRINT:PRINT
PRINT:INPUT ¥ Opcid : ";0C:PRINT
IF 0C=1 THEN 4240

IF 0C=2 THEN 250 )

BEEP:PRINT " T'has equivocat.":PRINT:GOTO 4150

D$="Dja "

INPUT ® --> Nt de curves de sobrecarrega a calcular : ";N3:PRINT
IF N3=0 THEN 250

IF N3<1 OR N3>3 THEN 4250

IF N3=3 THEN 4300

FOR I=1 TO N3:PRINT TAB(5) D$;:INPUT;DD$:DDD$(I)=D$+DDS:PRINT:NEXT:GOTO 4320
NDS(1)=N21":NDS(2)="4":NDS(3)=17"

FOR I=1 TO 3:DDDS(I)=DS+NDS(I):NEXT I

FOR I=1 TO N3

PRINT:PRINT " Sobrecarrega del ";DDD$(I):PRINT

INPUT #  --> Glucémia basal (mg/dl) :9;GB:PRINT

INPUT ® --> N® de determinacions glucémiques : ";N4:PRINT
GT=0:TT=0

FOR J=1 TO N4-1

INPUT ¥ --> Glucemia 1 : ";G1:PRINT

INPUT " --> Glucemia 2 : ";G2:PRINT

INPUT ®  --> Interval de temps (min) : ";T:PRINT
GP=(G1+62/2)*T:GT=GT+GP:TT=TT+T

NEXT J

EG(I)=GT-(GB*TT)

PRINT " » Estimul glucémic ";DDD$(1);" = “:EG(1):PRINT

NEXT 1

INPUT " Vols imprimir les dades [s/n] : “;A$

IF A$="S" OR A$="g» THEN 4500

IF A$=VN" OR A$=Vn" THEN 250

BEEP:PRINT " T'has equivocat.":PRINT:GOTO 4460
LPRINT:LPRINT:LPRINT:LPRINT

LPRINT TAB(23) "PACIENT : ";P$:LPRINT:LPRINT

LPRINT TAB(10) "* - peterminacié de la sobrecarrega de glucémia : "“:LPRINT
FOR I=1 TO N3

LPRINT ¥ - Estfmul glucémic ";DDD$(I);" = ";EG(I)

LPRINT

NEXT I

LPRINT:LPRINT:LPRINT TAB(25) F2%

GOTO 250

REM Calcul de ratios molars i unitats internacionals

CLS:LOCATE 6,13
PRINT "CALCUL DE RATIOS MOLARS I UNITATS [INTERNACIONALS"



4620

4630
4640
4650
4660
4670
4680
4690
4700
4710
4720

4730
4740

4750
4760
4770
4780
4790
4800
4810
4820
4830
4840
4850
4860
4870
4880
4890
4900
4910
4920
4930
4940

4950
4960
4970
4980
4990
5000
5010
5020

5030
5040
5050
5060
5070
5080
5090
5100
5110

5120
5130
5140
5150
5160
5170
5180
5190
5200
5210
5220
5230
5240
5250
5260
5270
5280
5290
5300
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PRINT TAB(13) » "
PRINT:PRINT:PRINT

PRINT TAB(20) "1.- Obtencié de Ratios molars.":PRINT

PRINT TAB(20) “2.- Variacions entre Ratios molars.":PRINT

PRINT TAB(20) "3.- Tornada al mend inicial.":PRINT:PRINT

INPUT ® Opcié : ";OC:PRINT

IF 0C=1 THEN 4710

IF 0C=2 THEN 5460

IF O0C=3 THEN 250

BEEP:PRINT "* T'has equivocat.":PRINT:GOTO 4600

INPUT ®  --> N2 de situacions a calcular : ";NS5:PRINT

R2%(1)=" materna ":R2%$(2)=" cord6 ":R2%$(3)=" 60 min H:R2$(4)=" dia 2A ":
R28(5)=" dia 20 "

R1$(1)=" Glucémia (mg/dl) ":R1$(2)=" Insulinemia (pu/ml) *:R1$(3)="
péptid-C (ng/ml) ":R1$(4)=" Glucagé (pg/ml) ®

R18(5)=" Ratio IRI/G “:R1$(6)=" Ratio CPR/G “:R1$(7)=" Ratio IRG/G ":
R1$(8)=" Ratio IRI/CPR ":R1$(9)=" Ratio IRI/IRG “:

R1%$(10)=" Ratio CPR/IRGY"

R28(6)=" dia 4A ":R2$(7)=" dia 4D ":R2%(8)=" dia 7A ":R2%(9)=" dia 7D *
IF N5<1 OR N5>9 THEN GOTO 4710

IF N5=9 THEN FOR I=1 TO 9:R3$(I)=R2$(1):NEXT 1:G0OTO 4870

K=1

FOR 1=1 T0 9

PRINT TAB(10) R2$(I);"™ [s/n] : ";:INPUT;A$:PRINT

IF A$="N" OR A$="n' THEN 4860

IF A$<>nSuw AND A$<>%s" THEN 4800

R3$(K)I=R2%(1)

IF K=N5 THEN 1=9

K=K+1

NEXT 1

FOR K=1 TO N5:FOR J=1 TO 10

RE(K,JI=R1$(JI+RIS(K):NEXT J:NEXT K

FOR K=1 TO N5: PRINT:PRINT TAB(10) "Situacié : ";R3I$(K):PRINT

FOR J=1 TO &

PRINT TAB(5) R$(K,J);:INPUT;OP(K,J):zPRINT

NEXT J

PRINT :NEXT K

CLS:PRINT:PRINT " Situacié Glucémia Insulinemia pPéptid-C
Glucagé®

PRINT : FOR K=1 TO NS:PRINT *® »:R3$(K),

FOR J=1 TO 4:PRINT OP(K,d),:NEXT J

PRINT : NEXT K

INPUT * Son aquestes les dades que vols procesar [s/n] : ";A$:PRINT

IF A$="S" OR A$="s" THEN 5070

IF A$="N" OR A$="n" THEN 5020

BEEP:PRINT " T'has equivocat.":PRINT:GOTC 4980

PRINT " 1Ingressa la columna ¢ 1--> 4 ) i la fila ( 1-->":N5;") de la dada a
canviar.":PRINT

PRINT ¢ Utilitza una coma per separarles. Valors “;:INPUT J,K:PRINT
PRINT:PRINT " La situacié ";R1$(J);R3I$(K);" equivocada es : ";OP(X,J):PRINT

INPUT " Ingressa el nou valor : ";OP(K,J):PRINT

GOTO 4940

SI$=" (s.i.: “:NM$=" nmol/l )":FOR K=1 TO N5:CLS:PRINT
GI(K)=0P(K,1)*55555.5:PRINT TAB(5)R$(K,1);" = ";0P(K,1);SI$;GI(K);NM$:PRINT
IRI(K)=0P(K,2)*.0069:PRINT TAB(5)R$(K,2);" = ":0P(K,2);SIS$;IRI(K);NMS:PRINT
CP(K)=0P(K,3)*.331:PRINT TAB(5)R$(K,3);" = ";0P(K,3);SI$;CP(K);NM$:PRINT
IRG(K)=0P(K,4)*.000287:PRINT TAB(5)R$(K,4);"™ = “;OP(K,4);SI$;IRG(K);NMS:
PRINT

IF GI(K)=G THEN 5160

RIRIG(K)=IRI(K)/GI(K)Y:PRINT TAB(5)R$(K,5);" = ";RIRIG(K):PRINT
RCPG(K)=CP(K)/GI(K):PRINT TAB(5)R$(K,6);" = “;RCPG(K):PRINT
RIRGG(K)=IRG(K)/GI(K):PRINT TAB(S)IR$(K,7);" = “;RIRGG(K):PRINT

I1F CP(K)=0 THEN 5180

RIRICP(K)=IRI(K)/CP(K):PRINT TAB(5)R$(K,8);" = "“;RIRICP(K):PRINT

IF IRG(K)=0 THEN 5210

RIRIRG(K)=IRI(K)/IRG(K):PRINT TAB(5)R$(K,9);" = ";RIRIRG(K):PRINT
RCPIRG(K)=CP(K)/IRG(K):PRINT TAB(5)RE(X,10);" = ",RCPIRG(K):PRINT
PRINT:INPUT ® Vols imprimir els resultats [s/n] : "“;A$:PRINT

IF A$="S" OR A$=Vs" THEN 5250

IF A$="N" OR A$="n" THEN 5440

BEEP:PRINT " T'has equivocat.":PRINT:GOTO 5210

IF YY=1 THEN 5300

LPRINT:LPRINT:LPRINT:LPRINT

LPRINT TAB(23) "PACIENT : U";PS$:LPRINT:LPRINT

LPRINT TAB(10) "* - Ratios molars i unitats internacionals : ":LPRINT
YY=1

LPRINT F$;R$(K,1);" = ";0P(K,1);SI$;GI(K);NMS
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5310 LPRINT F$;R$(K,2);" = ";0P(K,2);SI1$;IRI(K);NM$
5320 LPRINT F$;R$(K,3);" = ";0P(K,3);SI$;CP(K);NM$

ggzg %tRészgsékiﬁgﬁaéégoz W:0P(K,4);SI1%; IRG(K) ;NMS

5350 LPRINT F$;R$(K,5);" = ";RIRIG(K)

5360 LPRINT F$;R$(K,6);" = ";RCPG(K)

5370 LPRINT F$;R$(K,7);" = ";RIRGG(K)

5380 IF CP(K)=0 THEN 7875

5390 LPRINT F$;R$(K,8);" = “;RIRICP(K)

5400 IF IRG(K)=0 THEN 5430

5410 LPRINT F$;R$(K,9);" = “;RIRIRG(K)

5420 LPRINT F$;R$(K,10);% = ";RCPIRG(K)

5430 LPRINT:LPRINT TAB(25) F2%:LPRINT

5440 NEXT K

5450 GOTO 4600

5460 CLS

5470 IF R3$(1)=R2%(1) THEN FL=1

5480 FOR K=1 TO N5 STEP 2:CLS:PRINT

5490 IF FL=1 THEN K=2

5500 PRINT " Variacions entre ratios. Situacié : ";R3$(K);" vs. ";R3$(K+1):PRINT
5510 INPUT * Vols calcular aquesta situacidé [s/n] : “;AS$:PRINT

5520 IF A$="S" QR A3$="s" THEN 5550

5530 IF A$="N" OR A$="n" THEN 5910

5540 BEEP:PRINT " TY'has equivocat.":PRINT:GOTO 5500

5550 IF RIRIG(K)=0 OR RIRIG(K+1)=0 THEN 5570

5560 INC1=RIRIG(K+1)-RIRIG(K):PRINT F$;" "D ";R1$(5);" = ";INC1:PRINT
5570 IF RCPG(K)=0 OR RCPG(K+1)=0 THEN 5590

5580 INC2=RCPG(K+1)-RCPG(K):PRINT F$;" "D #;R1$(6);" = ";INC2:PRINT
5590 I1F RIRGG(K)=0 OR RIRGG(K+1)=0 THEN 5610

5600 INC3=RIRGG(K+1)-RIRGG(K):PRINT F$;" “D ";R1$(7);" = ";INC3:PRINT
5610 IF RIRICP(K)=0 OR RIRICP(K+1)=0 THEN 5630
5620 INC4=RIRICP(K+1)-RIRICP(K):PRINT F$;" "D ";R1$(8);" = ";INC4:PRINT

5630 IF RIRIRG(K)=0 OR RIRIRG(K+1)=0 THEN 5650

5640 INCS5=RIRIRG(K+1)-RIRIRG(K):PRINT F$;" "D ";R1$(9);" = ";INC5:PRINT
5650 IF RCPIRG(K)=0 OR RCPIRG(K+1)=0 THEN 5670

5660 INC6=RCPIRG(K+1)-RCPIRG(K):PRINT F$;" "D ";R1$(10);" = ",;INC6:PRINT
5670 INPUT " Vols imprimir les dades [s/n] : ";A$:PRINT

5680 IF AS="N" OR A$="n" THEN 5900

5690 IF A$="S" OR A$="s" THEN 5710

5700 BEEP:PRINT ® Tt'has equivocat.":PRINT:GOTO 5670

5710 IF Z2=1 THEN 5760

5720 LPRINT:LPRINT:LPRINT:LPRINT

5730 LPRINT TAB(23) WPACIENT : ".PS:LPRINT:LPRINT

5740 LPRINT TAB(10) "* - Variacions entre ratios : "

5750 22=1

5760 LPRINT:LPRINT ¥ - Situacié : W;R2$(K);" vs. ";R2$(K+1):LPRINT
5770 IF RIRIG(K)=0 OR RIRIG(K+1)=0 THEN 5790

5780 LPRINT F$;" "D #;R1$(5);" = ";INC1

5790 IF RCPG(K)=0 OR RCPG(K+1)=0 THEN 5810

5800 LPRINT F$;" "D ";R1$(6);" = ";INC2

5810 IF RIRGG(K)=0 OR RIRGG(K+1)=0 THEN 5830

5820 LPRINT F$;® “D ":R1$(7);" = ":INC3

5830 IF RIRICP(K)=0 OR RIRICP(K+1)=0 THEN 5850

5840 LPRINT F$;" “D ":R1$(8);" = Y;INC4

5850 IF RIRIRG(K)=0 OR RIRIRG(K+1)=0 THEN 5870

5860 LPRINT F$;" "D ";R1$(9);" = W;INC5

5870 IF RCPIRG(K)=0 OR RCPIRG(K+1)=0 THEN 5890

5880 LPRINT F$;" "D ";R1$(10);" = ";INCé

5890 LPRINT:LPRINT TAB(25) F2%

5900 FL=0

5910 NEXT K

5920 GOTO 4600

5930 REM calcul nou malalt

5940 CLEAR

5950 CLS:LOCATE 7:LPRINT CHR$(12)

5960 PRINT TAB(21) "Et creies que ja s'havia acabat, ehhh?.":PRINT
5970 PRINT TAB(21) "Doncs apa, torna a comengar de nou 111!":PRINT:PRINT:PRINT
5980 GOTO 130

5990 CLS:LOCATE 7

6000 PRINT TAB(20)"Bé, sembla que ja hem acabat per avuill.":PRINT:PRINT
6010 PRINT TAB(19)"Deixa tot endrecat i recull els resultats.®
6020 LOCATE 14,26:PRINTVYEXPRESSIONS 11l. FINS AVIAT.™

6030 LOCATE 19,45:COLOR 4:PRINT "IBM PC - XT®

6040 PRINT TAB(45)n ":LOCATE 23:COLOR 14:KEY ON:END
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CORRELACIONES BIVARIADAS

(Coefficient / (Cases) / 1-tailed Significance)

w , n is printed if a coefficient cannot be computed

Correlations: NUMGEST EDADMAT TALLAMAT PESMATH PESMATT PESMAT1T

NUMGEST 1.0000 57N -.0561 .5058 .3759 .5408
( 0) ¢ 100) ¢ 95 « 95 ¢ 95 « 28
P= . P= .000 P= ,294 P= .000 P= .000 P= .001
EDADMAT 5771 1.0000 -.1901 .2740 .5484 .4104
¢ 100) ( 0) « 95 « 93 95 ¢ 28)
pP= .000 P= . pP= .033 P= .004 P= .000 P= .015
TALLAMAT -.0561 -.1901 1.0000 .2665 .6545 .2234
« 95 « 95 ( 0) « 93 ¢ 95 « 28
P= .294 pP= .033 P= . P= .005 P= .000 P= .127
PESMATH .5058 .2740 .2665 1.0000 4095 .9883
« 95 ¢ 95 ¢ 93 ( 0) « 93 « 28
P= .000 P= .004 P= .005 P= . P= .000 P= .000
PESMATT .3759 5484 .6545 .4095 1.0000 .4001
« 95 ¢ 95 « 95 ¢ 93 ( 0) « 28
P= .000 pP= .000 pP= .000 P= .000 P= . P= .017
PESMAT1T .5408 4104 .2234 .9883 .4001 1.0000
¢ 28 « 28) ( 28 ¢ 28) ¢ 28) ( 0)
p= .001 P= .015 pP= ,127 P= .000 P= .017 P= .
PESMATZT .5222 L2779 .2226 .9653 4718 .9915
( 62) ( 62) ¢ 61 ( 62) ¢ 61 « 28)
P= .000 P= .014 P= .042 P= .000 p= .000 P=0.0
PESMAT3T .4907 .2252 .3406 .92%91 4678 .9610
¢ 83 ( 83) « 82) « 8hH « 82) 28
P= .000 pP= .020 P= .001 = .000 P= .000 P= .000
PESMATP 4654 .1883 .3993 .9228 .4815 .9533
¢ 87 ¢ 87) ( 85 ( 84) ¢ 85) ( 28)
P= .000 P= .040 pP= .000 P= .000 P= .000 P= .000
PESMATMX 4932 .2044 .3990 9264 L4865 .9538
( 86) ( 86) ¢ 85) ¢ 84) ( 85 ¢ 28
p= .000 P= .030 pP= .000 P= .000 P= ,000 P= .000
PSSEMAT .5246 .3817 -.0727 .7307 .2757 .8547
¢ 58 ( 58 ( 57) « 57N ¢ 57) ¢ 15)
pP= .000 pP= .002 P= .295 P= .000 P= .019 P= .000
PSTRMAT L4685 772 .2077 .7010 3759 «6909
( 58) « 58 ¢ 57) ( 57) « 57) « 15
p= .000 P= .092 P= .060 P= .00C P= .002 pP= .0602
INSEX1T -.1072 .0112 -1 -.1189 -. 1661 -.0705
« 110 ¢ 1) « M ¢ 1M « M « 1M
P= .377 P= .487 pP= .307 P= .364 pP= .313 P= .418
INSEX2T -.3040 -.2588 .2609 -.2236 .0685 .2156
(« 22) ( 22) ¢ 22) « 22) « 22) « 15
P= .084 P= .122 P= .120 P= .159 pP= .381 = .220
INSEX3T -.4932 -.5091 .3188 -.3788 -.1544 .0533

« 35 ¢ 35) ( ( ( (
= .001 P= .001 P= .031 P= .014 p= .188 P= .425

HBGL1CN .1383 .5118 .0976 3167 .4103 4640
14 ( 14 « 14 ( ( (
= .319 P= .031 P= .370 P= .135 p= .073 P= .055
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Correlations: NUMGEST EDADMAT TALLAMAT PESMATH PESMATT PESMATIT

HBGL2CN -.1816 -.1939 .3939 -.0772 .2248 .0874
« 3D ¢ 3D « 3D « 31 « 3D « 15
P= .164 P= .148 p= 014 P= .340 P= .112 P= .378

HBGL3CN -.0972 -.1209 L0164 -.0242 -.0550 .0187
54) ( 54) « 54 « 53 « 54 « 19
P= .242 P= .192 P= .453 P= .432 P= .346 P= .470

HBGLUSCN - 1494 -.0170 -.0329 -.0168 -.1346 -.2025
« 32) « 32) ¢ 32) ¢« 32) « 32) « 1
P= .207 P= .463 P= .429 P= .464 p= .231 pP= .287

HBGLMATP .0381 -.0754 -.0214 -1132 -.0525 -.0270
( (¢ 98 ¢ 93 « 93 ¢ 93 ¢ 28
P= .355 p= .230 P= .419 P= .140 p= .309 P= 446

GLEXMATP -.0775 -.0520 -.0159 -.1842 -.0828 -. 1464
¢ 7N «C 7 C 76 « 77 « 76)  26)
pP= .252 p= .327 P= 446 P= .054 p= .239 P= .238

INSEXPAR -.3262 -.4303 .2379 -.2468 -.1242 .0534
( ¢« 33 ¢ 32) « 33 « 32) ¢ 15
P= .032 P= .006 P= .095 pP= .083 P= .249 P= .425

ACIRIMCN - 1417 -.0665 .2493 -. 1409 L2407 L4066
( 24) ¢ 24) ¢ 24) ¢ 26) ¢ 24) ¢ 1M
= .254 p= .379 P= .120 pP= .256 P= .129 P= .107

GLMATP -.0176 -.0520 .2026 .0821 . 1341 .2336
( « 81 « 70 ¢ 7 « 77 ¢ 23)
P= .438 p= .322 pP= .039 P= .236 pP= .123 P= .142

IRIMATP L0414 -.0768 .1813 .2274 L1447 .5369
«C 75 « 75 « « 73 « 7 « 210
pP= .362 pP= .256 P= .065 P= .026 P= .114 P= .006

CPMATP . 1409 -.0932 .2282 .3500 1374 .8501
( (  64) ( 60) « 62) ¢ 60) « 17
P= .133 p= .232 P= .040 P= .003 P= 147 P= .000

IRGMATP .0684 -.0874 -.0556 +.0351 -.1077 . 1940
( 62} ¢ 58) ( 60) ¢ 58) « 17D
P= .299 P= .250 P= .339 P= .395 P= .210 pP= .228

PESPLA .0122 -.0098 .2875 2111 .1932 . 1439
( 96 « 9 « 9 ¢ 9 « 26)
P= .453 P= .462 P= .003 P= .022 P= .033 P= .242

EGRN .0637 -.0700 .2311 1722 .0663 .0969
( 100> ¢ 100) ¢ 95 ( 95 « 95 ( 28
= .265 P= .245 p= .012 P= .048 P= .262 P= .312

PESRN .0167 -.0166 .3685 . 1409 .2338 L2496
( 100) ¢ 100) « 95 ¢ 95 « 95 « 28)
P= .435 P= .435 P= .000 P= .087 P= .011 P= .100

PESMINRN .0493 -.0027 <3454 .1630 .2141 . 1561
« 95 « 95 ¢ 90 « 90) ¢ 90 « 25
P= .318 P= .490 P= .000 P= .062 P= .021 p= .228

LONGRN .0029 -.1065 .3184 .1080 .1930 -.0605
« 99 « 9% « 94 « 9% ¢« 27
P= .489 P= 147 pP= .001 P= .150 P= ,031 P= .382

PCRN . 0996 .0187 L1793 . 1507 .1158 .3391
« 9N C 97 « 92) ¢ 92 « 92) (26}
P= .166 P= .428 pP= .044 P= .076 P= .136 P= .045

PSSERN .0748 .0305 . 1408 .1784 1145 .1836
¢ 67) ( 67) ¢ 64) ¢ 65 C  64) ¢ 18)
= 274 P= .403 P= .134 P= .078 P= .184 p= .233
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Correlations: NUMGEST EDADMAT TALLAMAT  PESMATH PESMATT PESMATIT

PSTRRN 477 .1557 .1857 .2092 .2022 .0261
( 67 « 67 (  64) ( 65) (  64) ¢ 18
P= .17 P= .104 P= 071 P= .047 P= .055 P= .459

GLCORD -.02%90 .0136 1219 -.0011 .1168 -.0317
« 87) « 87) ¢ 8% ( 84) « 83 « 25

P= .395 P= .450 P= .136 P= 496 P= 147 P= .440

IRICORD -.1397 -.1375 .1798 -.0664 . 0668 . 1460
( 87) ( 87 ¢ 83) ( 84 ¢« 83 « 26

P= .098 P= .102 P= .052 P= .274 P= 274 P= .238

CPCORD -.1990 -.1397 .1393 .0181 L0617 . 1249
( 8N ( 87) ( 83) ( 84) ( 83) « 26

P= .032 p= .098 P= .105 P= .435 P= ,290 p= .272

IRGCORD .0652 -.0769 .0229 -.0081 -.0754 .0366
( 86) ( 86) ( 82) « 8% ( 82) « 25

P= .276 pP= .241 P= .419 P= 471 P= .250 P= .431

ACIRICOR -.0922 -.1989 -.0261 -.0536 -.2233 .3846
¢« 13 « 13 « 13 « 13) « 13 ( 7

= .382 = .257 P= .466 P= .431 P= 232 P= ,197

HBFCORD .0744 -.0776 -.1581 -.2731 -.2363 -.6824
« 39 ¢ 39 ¢ 35) « 3N « 35 « 12

P= .326 P= .319 P= .182 P= .051 P= .086 P= .007

GLMIN1H .0173 1169 -.0181 -.0134 -.0392 -.1265
( 85) ( 85) « 81 « 82) ( 81 « 25)

= .438 P= .143 P= .436 P= .453 P= _364 = .273

IRT1H -.1040 -.0489 .2070 -.0404 .1232 . 1554
( 83 ( 83) « ( 80) « ¢« 25)

P= .175 p= .330 P= .034 P= .361 P= ,140 = .229

CP1H -.1014 -.0237 .1616 -.0624 .0793 -.0292
« 85) ¢ 85) ¢ 81 ( ( (
P= .178 P= .415 P= .075 P= .289 P= ,241 P= (445

IRG1H .0421 -.1328 .0310 -.0787 - 1165 .0760
« 81 ¢ 81 « 7 ¢ 78) (
P= .354 P= .119 P= .394 P= 247 P= .156 P= .362

SEMGL1H .1382 .0907 -.1931 -.0256 ~. 1495 .1709
« 82 ( 82) « 78 « 7 « 78 ¢ 25

P= .108 P= .209 P= .045 P= 411 P= .096 P= .207

PHFET L0427 -.0689 -.0447 -.0560 -.0956 .0139
C M «C 99 « 95 ¢ 95 « 95 ¢ 28)

P= .337 P= .249 P= .334 P= .295 P= 178 P= 472

EBFET .2235 L2245 -.0166 .0724 .1158 <2175
« 98) ( 98 ¢ 94) ¢ 94) ¢ 94) ¢ 28)

P= .013 = .013 P= (437 P= .244 P= .133 P= .133

VISDIAB -.4801 -.3920 .0297 -.3514 -.2978 - .4567
¢ 51 « 51 ( 51 ¢ 51 « 51 « 17D

= .000 P= .002 P= .418 P= .006 P= .017 P= .033

PESP5ORN .0867 0111 . 2449 .1879 .1078 .0808
¢ 100) ¢ 100) « 95 « 95 « 95 ¢« 28)

= .196 P= .456 P= .008 P= .034 P= ,149 P= .341

GLUPREMX .1398 1131 -.0140 .1162 .1835 .2047
« 28 ( 28) ( 28) « 27 « 28) « 14

P= .239 = .283 P= .472 pP= .282 P= 175 P= ,241

GLUPROMP .0863 1573 -.0298 . 2247 2374 .2091

( ¢ 26) « 25 (
p= .338 pP= .221 P= .443 P= .140 P= 121 pP= 237
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Correlations: PESMAT2T PESMAT3T PESMATP PESMATMX  PSSEMAT PSTRMAT

NUMGEST .5222 .4907 4654 .4932 5246 4685
( 62) ( 83) « 87 « 86) ( 58) ( 58

p= .000 P= .000 P= .000 P= .000 P= .000 P= .000

EDADMAT L2779 .2252‘ .1883 .2044 .3817 L1772
( 62) ¢« 83) « 8N ( 86) ( 58) ( 58

P= .014 p= .020 P= .040 P= .030 P= .002 P= .092

TALLAMAT .2226 .3406 .3993 .3990 -.0727 .2077
(¢ 61 ( 82) « 85 « 85 ¢ 570 « 5N

P= .042 P= .001 P= .000 P= .000 P= .295 P= .060

PESMATH .9653 .9291 .9228 .9264 . 7307 .7010
( 62) ( 81 ( 84) ( 8& « 5N « 57N

P= .000 pP= .000 p= .000 P= .000 P= .000 P= .000

PESMATT L4718 L4678 4815 .4865 L2757 3759
« 61 ( 82) ( 85) « 85 ¢ 57N « 57)

p= .000 P= .000 pP= .000 pP= .000 pP= .019 p= .002

PESMATIT .9915 .9610 .9533 .9538 -8547 .6909
( 28 ( 28) ¢ 28) ( 28) ¢ 15) « 15

P=0.0 p= .000 P= .000 P= .000 P= .000 P= .002

PESMATZT 1.0000 .9810 .9658 .9748 .8240 .7833
( 0) ( 62) ¢ 62) ( 62) « 3N ¢ 37N

P= . pP= .000 P= .000 P= .000 P= .000 pP= .000

PESMAT3T .9810 1.0000 .9945 .9959 .7596 7787
¢ 62) ( 0) ( 82) ( 82) ¢ 49) ( 49

pP= .000 P= . pP= .000 P= .000 = .000 P= .000

PESMATP .9658 .9945 1.0000 .9967 . 7486 7495
( 62) ( 82) ( (1)) ( 86) « 52) ( 52)

P= .000 P= .000 P= . P= .000 P= .000 pP= .000

PESMATMX .9748 .9959 .9967 1.0000 .7551 .7536
¢ 62) ¢ 82) ( 868) ( 0) ¢« 52) « 52)

p= .000 P= .000 pP= .000 P= . P= .000 pP= .000

PSSEMAT .8240 .7596 7486 .7551 1.0000 L7537
« 37 ¢ 49 « 52) ¢ 52) ( 0) (¢ 58

pP= .000 p= .000 P= .000 P= .000 P= . P= .000

PSTRMAT . 7833 .7787 7495 7536 .7537 1.0000
« 3N ¢ 49 ¢ 52) ¢ 52) ( 58 ( 0)

= .000 pP= .000 P= .000 P= .000 P= .000 P= .

INSEX1T -.6946 -.1400 -.1021 -.0834 -.3264 -.2383
« 11 ¢ 11 ¢ 1D « 1 ( 8) ¢ 8)

P= .391 P= .341 pP= .383 P= .404 P= .215 P= .285

INSEX2T -.1509 -.1595 -.1488 -. 1408 -.4807 -.3021
(¢ 22) ( 22) ¢ 22) ( 22) ( 15) « 15

P= .251 P= .239 P= .254 P= .266 P= .035 P= .137

INSEX3T -.3908 -.3925 -.3562 -.3607 -.6155 -.3791
¢ 30 ¢ 35 « 35 ¢ 35) ¢ 20) ¢ 20)

P= .016 p= .010 P= .018 P= .017 P= .002 P= .050

HBGL1CN .3975 .3492 .3143 .3420 21743 .2920
¢ 14 ( 14 « 14 « 14 «  10) « 10

= .080 P= 111 P= .137 P= .116 P= .315 P= ,206

HBGL2CN -.0553 -.0329 -.0228 -.0273 -.3526 -. 1448
¢ 3D « 31D ¢ 3D « 31D « 21) « 21

P= .384 P= .430 P= .451 P= 442 P= .,058 P= .266

HBGL3CN L0111 .0093 .0064 0143 -.2966 -.1619
( 46) ¢ 53) ¢ 53) ( 53 « 34 « 34

P= .4T1 P= .474 P= .482 P= .460 P= .044 P= ,.180



HBGLUSCN

HBGLMATP

GLEXMATP

INSEXPAR

ACIRIMCN

GLMATP

IRIMATP

CPMATP

IRGMATP

PESPLA

EGRN

PESRN

PESMINRN

LONGRN

PCRN

PSSERN

PSTRRN

GLCORD

IRICORD

-.0258
« 32)
P= .444

. 1384
¢ 81
P= .109

-.1851
« 70
P= ,062

-.2566
« 33
pP= .075

-.0493
( 24)
P= .410

.0829

( 68

p= .251
.1900

( 62

p= .070
.5028

( 54

P= .000
.0078

¢ 53)

P= .478
2116

« 7™

pP= ,031
.2886

( 83)

P= .004
.2266

(¢ 83)

P= .020
.2271

(¢ 78

p= .023
1437

( 82)

P= .099

.2227
¢ 80)
pP= .024

. 1653
¢ 56)
P= .112

. 1261
( 56)
P= 177

-.0162
¢ 73
P= 446

-.0924
¢ 73
P= .218

.0165

« 32)
P= .464
.1352

¢ 84)
P= .110
-.1397
« 73)
P= .119
-.2329
« 33
P= .096
-.0219
« 24)
P= .460
. 1623

[ A D
p= ,088
.2275

( 65
P= .034
.5041

« 57
P= .000
-.0064
¢ 56)
P= .481
.2478

( 82)
P= .012
.3168

( 86)
P= .001
.2735

( 86)
P= .005
.2838

¢ 81
P= .005
. 1849

( 85
P= .045
L2462

¢ 83)
P= .012
. 2240
« 59
P= ,044
797

« 59
p= .087
.0063

¢ 76)
P= 478
-.0798
¢ 76)

P= 247



CPCORD .0030 -.0260 -.0041 -.0038 -.1099 -.1122
( 57 ¢ 73 « 76) C 76 ¢ 51 ¢ 51
P= .491 P= .414 P= .486 P= .487 P= .221 P= .217
IRGCORD L1267 .0014 .01014 .0032 -.1579 -.1230
( 56) ¢ 73 ¢ 76 ¢ 76 ¢ 50D ¢ 51
P= .176 P= .495 P= .466 P= .489 P= .134 P= .195
ACIRICOR L0418 -.0895 - 1461 -.1099 .1339 -.1402
¢t 12) ¢« 1 ¢ 13 ¢ 13 ¢ 13) ¢ 13)
P= .449 P= .386 p= 317 p= .360 p= 331 P= .324
HBFCORD -.4227 -.3789 -.3612 -.3595 - . 2749 -.2478
« 27 « 33) ¢t 35 ¢t 3% ¢ 31 ¢ 3D
P= .014 P= .015 p= 017 P= 017 P= .067 P= .089
GLMIN1H -.0777 -.0503 -.0641 -.0533 .1535 .0846
( 54) ¢ 7 « 74 ¢ 74 ¢ 50 ¢ 50
p= .288 P= .338 P= .294 P= .326 P= .144 P= .280
IRITH -.0538 -.0712 -.0477 -.0492 -.0164 .0239
t 52) ¢ 69 ¢ 72 ¢ 72) ¢ 5S0) ¢ 50
p= .352 p= .280 P= .345 P= .341 = .455 P= 435
CP1H =152 -.1466 -.1201 -.1016 -.1038 -.1563
C  54) ¢ 7 ¢ 74 ( 74 ¢ 50 ¢ 50
P= .203 P= 111 P= .154 Pz .194 P= .237 P= .139
IRG1H -.0537 -.0808 -.0362 -.0426 -.1922 -.2048
¢ 51 ¢ 67 ¢ 70 « 70 (  48) ¢ 48
P= .354 P= .258 P= .383 P= .363 P= .095 P= .081
SEMGL1H .0310 .0472 - . 0746 -.0852 .0661 .0368
¢ 53 ¢ 68) ¢ 70 (G4 D) C 49 ¢ 49
P= .413 P= .351 P= .268 P= .240 P= .326 P= .401
PHFET -.1148 -.0004 -.0287 -.0458 .0169 .0020
¢ 62) ¢ 83) ¢ 86 ¢« 86) ¢ 58 ¢ 58)
p= .187 P= .498 P= .396 p= .338 P= .450 P= .494
EBFET L0737 .0837 .0498 L0644 .1686 .0142
¢ 62) (¢ 8% ¢ 86) ¢ 86) ¢ 58) ¢ 58
p= .285 P= .226 P= .324 P= .278 P= .103 P= .458
VISDIAB -.4602 -.3858 -.3311 -.3584 -.3825 -.3663
¢ 43) « 50 ¢ 50) ¢ 50) ¢ 36) ¢ 36)
P= .001 P= .003 P= .009 P= .005 P= .011 P= .014
PESP50RN .1835 .2700 .2840 .2972 L0314 -.0223
¢ 62) ( 83) « 8n ( 86 ¢ 58 ( 58
p= .077 p= .007 P= .004 P= .003 P= .408 P= 434
GLUPREMX .0357 .0170 .0327 .0278 .1638 .4833
¢ 25) ¢ 28) « 28 ¢ 28) ¢ 14 ¢ 14)
P= .433 P= .466 P= 434 Pz 444 p= .288 P= .040
GLUPROMP .2848 .2284 .2213 .2270 L1774 4212
« 22 ¢ 26) ¢« 26 ¢ 26) ¢ 15 ¢ 15
P= .099 P= 131 P= .139 Pz .132 P= .263 P= .059

Correlations: INSEXI1T INSEX2T INSEX3T HBGL1CN HBGL2CN HBGL3CN

NUMGEST -.1072 -.3040 -.4932 .1383 -.1816 -.0972
( 11) « 22 « 35 ( 14) « 3 ( 54)
p= 377 P= .084 pP= .001 P= .319 P= .164 P= .242
EDADMAT .0112 -.2588 -.5091 .5118 -.1939 -.1209
« 1 « 22) ¢ 35 « 14 ¢ 3D ¢ 54)
P= .487 P= 122 P= ,001 P= .031 P= .148 P= .192
TALLAMAT =71 -2609 .3188 -0976 .3939 .0164
( 1) « 22 « 35 ( 14) « 30D « 54
p= .307 P= .120 P= .031 P= .370 P= .014 P= .453



Anexo I1 -

Correlations: INSEX1T INSEX2T INSEX3T HBGL1CN HBGL2CN HBGL3CN

PESMATH -.1189 -.2236 -.3788 .3167 -.0772 -.0242
¢ 1D « 22) ( 34 « 14) « 30 ¢ 53)
P= .364 P= .159 P= 014 P= .135 P= .340 P= 432
PESMATT -.1661 .0685 - 1544 .4103 .2248 -.0550
¢ 1) « 22) ¢ 35) « 14 ¢ 30 ( 54)
P= .313 P= .381 P= .188 P= .073 P= .112 P= .346
PESMATIT -.0705 .2156 .0533 4640 .0874 .0187
« 1) ¢ 15 « 15 « 13 « 15 « 19
P= .418 P= .220 P= 425 P= .055 p= .378 P= .470
PESMAT2T -.0946 -.1509 -.3908 3975 -.0553 L0111
« 1D ¢ 22) « 30 « 14 « 3D (  46)
P= .391 = .251 P= .016 P= .080 = .384 P= 471
PESMAT3T -.1400 -.1595 ~.3925 .3492 -.0329 .0093
« 1 ( 22) « 35 « 14 « 3D ( 53
P= .341 P= .239 P= .010 = 11 P= .430 P= 474
PESMATP -.1021 -.1488 -.3562 .3143 -.0228 .0064
¢ 1M « 22) ¢« 35 « 14 « 3D ¢ 53)
pP= .383 P= .254 P= .018 P= 137 = 451 P= .482
PESMATMX -.0834 -.1408 -.3607 .3420 -.0273 L0143
« 1) « 22) « 35 « 14) « 3D ¢ 53)
P= .404 = .266 P= .017 P= 116 = .442 P= 460
PSSEMAT -.3264 -.4807 -.6155 743 -.3526 -.2966
( 8 ¢ 15 ¢ 20 « 10) « 20 « 34
pP= .215 P= .035 pP= .0062 P= .315 P= .058 P= .044
PSTRMAT -.2383 -.3021 =379 .2920 -.1448 -.1619
( 8) « 15 ¢ 20) « 1 « 20 « 34
P= .285 P= .137 P= .050 P= .206 P= .266 P= .180
INSEX1T 1.0000 .9348 .8943 .0478 - 1966 .3309
( 0) « 1) « 1M «C 1 ¢ 10 « 1
P= . pP= .000 P= .000 P= .444 = .293 P= .160
INSEX2T .9348 1.0000 .8856 .2698 +4159 .2566
« 1M ( 0) « 22) « 14) « 20 « 22)
P= .000 pP= . P= .000 P= .175 pP= .034 P= .125
INSEX3T .8943 .8856 1.0000 .2775 .4507 . 1651
« 1M « 22) ( 0) « 14 « 25 ¢ 35
P= ,000 P= .000 P= . P= .168 P= .012 P= 172
HBGL1CN -0478 .2698 2775 1.0000 .0745 .5877
« 1) ¢ 14 « 14 ( 0) « 13) « 14)
P= .444 P= .175 P= .168 P= . P= .404 P= .014
HBGL2CN . 1966 .4159 .4507 .0745 1.0000 .4846
« 10 ¢ 20 ¢ 25) « 13 ( 0) « 31
p= .293 pP= .034 P= .012 P= .404 P= . P= .003
HBGL3CN -3309 .2566 . 1651 .5877 4846 1.0000
« 1 « 22) ¢ 35 « 14 ¢ 31) ( 0)
P= .160 P= .125 P= 172 pP= 014 P= .003 P= .
HBGLUSCN .2330 -.1267 .0019 .3928 .2066 .5356
( 7 « 12) ¢ 21 ( 8) « 20 « 3D
P= .308 P= 347 P= 497 P= ,168 P= .191 P= .001
HBGLMATP -.0527 -.3148 -.0037 .3033 .1216 4625
« 1 ( 22) ¢ 34) « 14 « 3N ¢ 53)
P= .439 P= .077 P= .492 P= ,146 P= .257 P= .000
GLEXMATP .3032 .3209 .5345 .0135 .1612 .0547
¢ 1 « 20 « 32) « 14) « 29 ( 48)
p= .182 pP= ,078 p= ,001 P= 482 p= .202 = .356



Anexo II -

Correlations: INSEX1T INSEX2T INSEX3T HBGL1CN HBGL2CN HBGL3CN

INSEXPAR .3142 4847 7117 .3806 .2518 .3202
( LN D) ( 22) « 32) ( 14) « 25 « 32

pP= .173 P= .011 P= .000 P= .090 P= 112 pP= .037

ACIRIMCN -.0010 .0121 1437 .6838 -.1068 L1715
« 10 « 18 ( 24) « 12) ¢ 20 ( 24)

P= .499 P= .481 P= .251 P= .007 P= .327 P= .212

GLMATP -.0480 -.1750 -.2777 -.0722 .0186 .0887
( m ¢ 21 « 32) « 14) « 29 ( 48)

P= 444 P= 224 P= .062 P= .403 P= .462 P= .274

IRIMATP 3111 -.0226 .2995 .6636 .2055 .2935
( 1) ( 17 « 23 « 1M ( 22) ¢ 40)

p= .208 P= .466 p= .082 P= .013 P= 179 P= .033

CPMATP -.2944 -.6137 -.6503 -.0501 - .2633 -.3577
( 8) ( 16) ( 23) « 10) « 23 « 37N

P= .240 pP= .006 P= .000 P= .445 P= .112 P= .015

IRGMATP .1978 -.1085 -.0809 L1729 -.0649 .0019
( 8) « 16) « 22) « 10 « 23 « 36)

P= .319 P= .345 P= .360 P= .316 P= .384 P= .496

PESPLA .4286 .3080 .0542 -.0823 .0843 .1730
( 9 ¢« 20) « 33 ( 12) « 29 ¢ 51D

= .125 P= .093 P= .382 P= .400 P= .332 P= .112

EGRN - .2649 -.0821 -.0606 ~.4355 -.1352 -.1768
( LA D) « 22) ¢ 35 ¢« 14 « 3D « 54

= .216 p= .358 P= .365 P= .060 P= .234 P= .100

PESRN .2020 .2098 -.0064 ~. 1346 -.0411 . 1466
« 1 « 22) « 35 ( 14) « 3D « 54

P= .276 P= 174 P= .485 P= .323 P= .413 P= .145

PESMINRN .0707 .0582 -.0926 -.0919 -.1903 . 1354
( 10) ¢« 19 « 3D « 13) ( 28 ¢ 49

= .423 P= .406 P= .310 P= .383 P= .166 P= 177

LONGRN -.2736 -.1227 -.2611 «.2641 -.0940 .0608
( 1) ¢ 21 ¢« 34 « 14 ¢ 30 « 53)

P= .208 pP= .298 P= .068 = .181% P= .311 P= .333

PCRN -.3281 -.227 ~.5054 -.4679 -.1803 .0233
( M « 20 ¢ 32 ( 13) « 29 ( 51

P= .162 P= .168 P= .002 P= .053 P= 175 P= .435

i

PSSERN -.2247 .0735 .2133 .0528 .0606 . 2875
( 8) ¢ 16) ( 23) « 10 « 24 ( 38

P= .296 P= .393 P= .164 P= .442 P= ,389 P= .040

PSTRRN -.0200 .1186 . 1635 . 1965 -.0139 .2393
( 8) ( 16) ( 23) « 10 « 24) ( 38)

P= .481 P= .331 P= ,228 P= ,293 P= .474 P= .074

GLCORD -.5196 -.4850 -.4723 -.4082 -.1287 .0379
( 1) « 22) ¢ 34) ( 14) ¢ 30) ¢ 51

P= .051 p= .011 P= .002 = .074 P= 249 P= .396

IRICORD .4302 4754 4675 .2626 1974 L4419
( 1m ( 22) « 34 ( 14) « 30 ¢« 5N

P= .093 P= .013 P= .003 p= ,182 P= .148 P= .001

CPCORD .5478 .3482 .3980 -.2067 . 1840 L2476
¢ 1 « 22) ¢ 33) ( 14) « 30) ¢ 50)

P= .041 P= .056 P= .011 P= .239 P= .165 P= .042

IRGCORD .0752 .2490 3776 .1140 .3492 L1114
( 1) « 22) ¢ 34 ( 14) « 30 ¢ 50

P= .413 P= ,132 P= .014 P= .349 P= .029 P= .218



Anexo Il -

Correlations: [INSEX1T INSEX2Y INSEX3T HBGL1CN HBGL2CN HBGL3CN

ACIRICOR -3035 .0702 .1873 .4139 -.7731 . 1696
( 6) « 12 « 13 ( 8) « 1D « 13

pP= .279 P= 414 pP= .270 P= .154 P= .003 P= .290

HBFCORD 4967 -.2057 -.0017 . 1865 -.6622 .1618
( 5) « 1M « 13 ( 7) ¢ 13) « 21

P= .197 P= ,272 P= .498 P= 344 P= .007 P= .242

GLMIN1H - 4379 -.4490 -.3798 -.6898 -.1943 -.3783
« 1M ¢ 22) ( 34) ¢ 14) ¢ 30) ( &9

= .089 P= .018 P= .013 P= .003 P= .152 P= .004

IRITH .1272 .2064 .3019 -.0551 .0482 .0251
« 1) « 22) « 34 « 14 ¢ 30) 49

P= .355 P= .178 P= .041 P= .426 P= .400 P= .432

cP1g L4730 .4381 L4049 -.2008 . 1489 -.0293
« 1 « 22) «  34) «  14) ¢ 30 ¢ &9

P= 071 P= .021 pP= .009 P= .246 pP= .216 P= 421

IRGTH .2692 .3328 .3396 .1814 .4632 -.0024
« 10 « 2N « 33 « 13 ¢ 29 47

P= .226 P= ,070 P= .027 pP= .277 P= .006 = 494

SEMGL1H -.0850 -.1700 -.1908 -.3066 -.0964 -.1845
¢ 1D « 22) 34) « 14) « 30) ( 47

P= .402 pP= .225 P= .140 P= .143 P= .306 P= ,107

PHFET L0147 ~AT7 -.1547 -.2917 <. 1746 -.1969
¢ 1) « 22) ¢ 35 « 14 ¢ 3D « 54)

= .483 P= .222 = .187 P= .156 P= .174 P= .077

EBFET .0926 - 1949 -.3114 .0381 -. 1434 .1518
« 1) « 22) « 35 « 14 ¢ 31 « 54)

P= .393 P= .192 P= .034 P= .449 P= .221 P= 137

VISDIAB .4823 .5690 .7130 -.2826 .2781 .3429
« 10 ¢« 19 « 29 « 13 « 29 ( 48)

P= .079 P= ,006 P= ,000 P= .175 pP= .072 = .009

PESP50RN -.2565 -.0116 -.0477 - .3429 -.1605 -.2108
¢ 1M ( 22) ¢ 35) ¢ 14) ¢ 3D ( 54)

= .223 P= .480 P= .393 P= .115 P= .194 P= .063

GLUPREMX .6691 .3949 .3610 .3866 -.1857 L1729
« 10 « 19 « 26) « 13 ¢ 20) ¢ 28

P= 4017 P= ,047 P= .035 P= .096 pP= 217 P= .189

GLUPROMP 4732 .2820 . 1483 .4688 -.2635 .2626
« 10 « 19 « 26) « 13 « 20)  26)

P= ,084 P= .121 P= .235 P= .053 P= .131 P= .098

Correlations: HBGLUSCN HBGLMATP  GLEXMATP INSEXPAR  ACIRIMCN GLMATP

NUMGEST - . 1494 .0381 -.0775 -.3262 - 1417 -.0176
¢ 32) « 98 «C 70 « 33) ( 24) ¢« 81
P= .207 p= .355 P= .252 P= .032 P= .254 P= .438
EDADMAT -.0170 -.0754 -.0520 -.4303 - .0665 -.0520
«  32) ( 98) « 77N « 33 «  24) « 81
P= .463 P= ,230 p= .327 P= .006 P= 379 P= .322
TALLAMAT -.0329 -.0214 -.0159 .2379 