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Abi  Abl interactor 

ABPs  Actin-binding proteins 

ADF  Actin depolimeryzing factor 

ADP  Adenosine diphosphate 

ARPC  Arp2/3 complex component 

Arps  Actin-related proteins 

ATP  Adenosine triphosphate 

BFA  Brefeldin A 

CG   Complejo de Golgi (Golgi complex) 

CI   Compartimento intermedio (intermediate compartment) 

CRIB   Cdc42/Rac-interactive binding motif 
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EGF  Epidermal growth factor 

ERGIC Endoplasmic reticulum-Golgi intermediate compartment 

ERM  Ezrina, Radixina, Moesina 
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GBD   GTPase binding domain 
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MLC   Miosin light chain 

MLCK  Miosin light chain kinase 

MLCP   Miosin light chain phosphatase 

MTOC  Microtubule organization center 

MT   Microtubule   
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PH    Pleckstrin homology 
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ROK   Rho-associated kinase 
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SH3   Src homology 3  

SHD   Scar homology domain 

SL-O   Streptolysine-O 

SNAPs  Soluble NSF attachment proteins 
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TGN   trans-Golgi network 

WASP   Wiscott-Aldrich syndrome protein 

WAVE  WASP family verproline-homologous protein 

WB   Western blot 

WH    WASP homology  


