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Tagl polymorphism in the 3’
flanking region of the
human aortic smooth
muscle actin gene
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Source and Description of Clone: A 2 kb EcoRI fragment from
the 3" Nunking region of the hunian aortic simooth muscle actin
gene that was subcloned into pUCIB! (pASMDe),
Polymorphism: Taql identifies two alleles with DNA ragments
al B3 Kb orat 5 kb and 3.5 kb.

Frequency: Unrelited individuals (26 Japanese and 5 Caucusiuns)
studicd: 24 males, 7 lemales (62 chromosomes).

8.5 kb allele 0.84

3 kb and 3.5 kb ullele 0.19

Not Polymorphic For: Banl, Bumil, Bell, Dral, EcoRl, HindIl,
Mspl, Neol, Psib, Puidd, Scal, Xbal.

Chromoyome Localization: 10022 10 10qer?,

Mendeliun bihieriianee: Co-dominant segregation in five familics.
Probe Availubility: Availuble lor collaboration.

Other Comments: Low background under usual stringency
conditions. Final wash at 0.1 XSSC at 65°C.

References: 1. Kamadin,S. er al. (1989) Gene, in piess. 2.
Ueyama,H. er al. in prepuaration.
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Source/Description: pKM. Y is a 1.0 kb EeoRI genomic frugment
inpUCH3 (rel. 1, 2). pP was isolated independently but contains
the same lragment as pKNLTY (rell 3).

Polymorphism:  Scrit (CC/NGG)  identilies u two allel
polymorphism with bands at 0.86 kb (A1) and 0.6} + Q.27 kb
(A2), und a constant bund of 4.52 kb,

non-CHe

Freguency: Cr

Population 1 Al Al 0 Al Al
Spanish O 0,03 036 80 004 0Y0
British 32098 022 31 0.06 094

Not Polymorphic For: BamBl, HindUl, Pvoll, Xbul, Ecokd,
Tugl, Hincll.

Chromosomal Localisation: 'To chromosonwe Tg3 1 by linkage
analysis and using u pancl ol somatic hunin/rodens cell hybrids
(h 2).

Mendelian  Inheritance:  Co-dominant  segregation wis
demonstrated in 100 Tamilies. :
Probe Availability: Freely available from X, Estivill.

Other Comnents: The sime probe detects a Psd polymorphisin
which was previously described (2,

References: 1. Lstivitl er al. (1987) Nature 326, 810—H845. 2
BEstivill ¢r wl. (1987) Genomies 1, 257—2063. 3. Rumsuy ef ol
(1990) Genomics in press.

Acknowledgemenis: Supporied by the Spanish Ministry ol
Education and Science (PB87—0074). M.R. was supported by
the South Alvican Medical Rescarch Council and the Institu
lor Medical Rescirch.




